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<210> 1

<211> 5040

<212> DNA

<213> Homo sapiens

<220>

<221> variation

<222> (3687)..(3687)

<223> single nucleotide polymorphism at position 3687 of NCBI Accession
Number NG 009031 (A3687G)

<220>

<221> variation

<222> (4206)..(4206)

<223> single nucleotide polymorphism at position 4206 of NCBI Accession
Number NG 009031 (A4206G)

<220>

<221> variation

<222> (4443)..(4443)

<223> single nucleotide polymorphism at position 4443 of NCBI Accession
Number NG_009031 (C4443T)

<400> 1
tccattttta tgttactatt tccaggaaaa atttaaaata gccttcatat acaataaaag 60

caagttagat aaattatatt gtacttatac aaataattaa tacataggca tataaatgaa 120
gttaaaaaaa tattcgatag cattattttg gaaaaactta agataggtta tatgaaagta 180
ggctaccaaa gactatgtat gatgtatttc caaattagcet tgaagcaaaa ggtacagttg 240
tgcatgagaa taagcaatta aaaaaaagaa aaagcatata tatatatatg gtagcacaaa 300

aatgtcctta gtatccaage tccaggactt tgectettag tgtgtagttt gtgaactcce 360



tctatcagct tcacagagga cagtagtata acgctgtcct caagtctact gaaaccaaag 420
cccagggatg tggectagaa atctggatgt ttaaatagea ctttgatgaa tttgataatg 480
tgttactttg caatttttct gagagtgaga ctccaaagat agtcaagggt ttgggaagag 540
taaatttaag ccaattcagt aaattaggtg ataaacaaag aagcttgcetg tttttctctc 600
tttttttatg ttttaaaaca atgagtttct ccttttttge tcaagecctg aacaatttag 660
ttcagaattt gttttcttac tttgattctg ctggcetttge caattccatg aaaatccact 720
tggcaccaca tttccttaga agctcttget ttttettgat tttctttetg ttcttagagt 780
ctaatattct agtgtctcac caaattgttg ttgtctettt ccaaaactcc tttaaccaaa 840
ctatctgtat cttcatgtaa aaggcaccac agacctccca tcactcactc tcecttaacc 900
ccaaaatatc tatgtgttat cccttacaga tgtcacttce tgcaaggect tccatattag 960
ttgctacaac atcactaaag aattttatta cctgtggete tggacctact tctaatatct 1020
ctggagatat ccaccttcaa acacctgcca catccageta tgagggtcta gtacctggge 1080
tccagagaca tgttcaggtt agttctgatt ataagaacat ttctcttttt tgccagaatt 1140
gttggaaagt tatctctatt caacagtctg tgtaggattt cagaagattg aatatacata 1200
taaatatata tacatacaca catgtatata tacacacaca catatatgta tatgtacttt 1260
gtccatgtcg tatttggtta ttccaattct gggaaaataa attaagaaaa taattaaaag 1320
atgcactcaa atatcgatat acaaaatgcc tattgtaata atacataaaa aaagtcagaa 1380
gcetaaccteg gtatctgtat gatttggage aagttactta aactctttgt ggcetatattt 1440
tctcaaatgt aaaataaggt taataatagt gettatttta aaggtagtca tgagttttaa 1500
atgaattcat gtattcaaag tggatagaat agtgctttca aataatattt attacctaaa 1560
attattatta tcatcatata agtaacaaga gatacaatga accataatat gcccatatga 1620
taatatatca cacagtaatc aaaatatttt aataggaaat taatatcata agataaaaag 1680
caagaagaat gatgataagc catttgacta ccactatatt tatctatgta actataacca 1740
catacacata ttttaaaaaa ttgattggaa tatacaaaat ggtcttttca ttctctgtga 1800

tatgtaaaat gtagaaatat acttttctgg getggatgea gtagetcaca cctataatcc 1860



cagcactttg ggaggccgag gttggtggag cacctgaggt caggaattcg agaccagect 1920
ggccaacata gtgaaatcct gtgtctacta aaaatacaaa aattagccag atttggtget 1980
gggtgectgt aatcccagcet actcaggagg ctgaggeagg aaaattgett gaacccagga 2040
ggcagaggtt gcagtgagece gagatectge cactgeactc cagectggge gacagagtga 2100
gactccatct caggaaaaaa aaaaaaaaat ctatctatct atctatctat ctatctatct 2160
atctatctat ctatctatct atacttatat atacttttct ttgttatcca tattcatttc 2220
agagaatgca gtgctattgt aaaaaaaatg aataaaatta atataagttt agagcacttt 2280
tttggcatca gtatgcctaa ggaaaactaa tgtataatac aggattaatg tttttcacac 2340
catctcaaat cttactgaat gctgctatct agaaaacagt ggtaactgag ttacaatggg 2400
accttaaaag caaaaaacca ctgtgactgg ctaactgaaa gtgatcatag agccaaaacc 2460
ataatgattg tcctgeccaa gettcageat atatggttge aaaatgtgeg cagtgttaat 2520
geegtgtcaa gtgtettgtg gtatttcate agtgtegcett acaaggcata ctcaacattt 2580
aacagcagga tcattaacca tccatgctgt gatgtaatgg aatagtgctt ccctactaac 2640
cctgaaacaa getcactgtg tgtgacctac atccttccge tggatgagtg tgagaaaatg 2700
atgacaccac agaagcaaag cagctgctgt aagttgagee acaaggaaga aactctcaag 2760
acaggaagaa taaatgcttt agaggtgcac taaaataatg aatgaactaa tgtggcatag 2820
ctgtgaaatc atgcgaggaa aagaactaca gggacagtaa cagaaggtgg ttctttgaag 2880
taaagacatt gagaagaaga aaaattgcca acttgtgtaa tcagttgatg ttgetagtta 2940
gecagtttaa acatgegtta aagataaaga tctgettgaa accaattatt ttattgtttg 3000
gettectgtt taaagatgaa aatgaaatat gtgtatatat gtgacatatt ttacctagca 3060
gtgagtagat gcaggaagcea tgtaaaatge tttgetgaat tcactaacgt cacaaaatat 3120
tecttaataa ttgeecgegtt tgataggcetg accttatget agcacaggaa acaatgcagt 3180
ggacttgggt tggagagaag aattttgaca tttggatttt taaaaatcat gtatattgaa 3240
cccatgaact ctcatgtgga acatcagatt tactatattt taaacagaaa tgccatcact 3300

ataaaaacca ttgcaaattt gtcaatatac ttccatttaa aaagectttt cctgetttta 3360



ttgatttatt gattaatttt tttttgagac aggatctcac tctgtcaccc acgatgaagt 3420
gcagtggcac aatcgtggct tgcagectcg acctectagg ctcaggtgat actettacct 3480
cagctacctc ccaagtaact gggaatgtag gettgcacca ccatgtctga cccattttct 3540
tgcagaaatt gagttttget atgttgtcca gacttgtctt gaactcccag actgaagcaa 3600
tccgeccact taggectect aaaatgttgg gattacagtc atgaaccact gtgetccace 3660
tectttttet ccttttcaga tagattatgt attctgtacc ttttgtgtaa ctaacttgtt 3720
attacataaa ctatattcta aatacattat aaattattgt gatcatgata tttatcattg 3780
aattaacact gcctaagtag caattttcac agaaaagata attttaaaag accaaaatgg 3840
ttattctctt ggaagcagtt gacataaaat aacagaataa tacagattaa aattctgttt 3900
tccaacagct actagtggta agaaatatag taagcttctg atttgtagaa accttagett 3960
tctcatctga tgaggtggtt aataatatta actctcatat ttgctgaaat aatataaaat 4020
atttaatata aattgtcaat tataatgact ggcataaggt agaattacaa caaatgctaa 4080
ttatatttge ttgtttgaaa atttaacact ctattaaaag gcaaaaaagt gctcacctge 4140
aaatattaat acatgccttc tgtttagtcc atagaaagcc cacaagtaag agattcaaaa 4200
gtgaaagcta tcacttacag aagattaaga atatattgca ttgagaagat agggattaag 4260
gagtttatca aaggtttttt aaaaaattat tttcctgaac atcatttcaa gaaagataag 4320
cgccaaagac ataaatatat tctccagagce atgtgcactg caagttgaca aatgtgtctc 4380
ttttatagag tttggtgaag gttattcatt ttatttttce tgtettgacc agaaaattgt 4440
ggcttctcat catgtatgac tgectgeagg gtettetgaa taggaaatta ccaatgetga 4500
aatttgtatg acttaaataa gtgttgaagt gtgeggettg aaaggagata catatcagag 4560
acatccattc agttaataga actaagtttt tgatttgcat agcttatatc tagagcattg 4620
tgtttcttat tttctatatt actatcttct ctaactatat aattagcaca gattgaaget 4680
ataatggatt tcaataatag cactacttta gaatgatgta tacgtcttta aatcttaaga 4740
caagcatagg aaatatgtat attcttaaaa aaaggaaaat ttttttaaag tttagagtta 4800

aaagaaacat gcattttctg ttacatttca gattatttta gttaaagaat cttctatget 4860



ttttttcttc attcttagaa gactacctge aattgtaaag catgaatcct gtaatacttc 4920
tgtaaatgaa tcactattgce atttatacca ttagcctctg aacagatttc aagttgctge 4980

tgccaactct cgegagcttt gtcagtaaca gttgattgtt acattcagta acactgaatg 5040

<210> 2

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom1UA

<400> 2
tgataggctg accgtatget 20

<210> 3

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom1L

<400> 3
acctcatcag atgagaaagc 20

<210> 4

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom2UA

<400> 4
tctettggaa geagttgaca t 21

<210> 5

<211> 22

<212> DNA

<213> Artificial Sequence

<220>



<223> Primer for BChE promoter sequencing: BChEpromS6

<400> 5
ccattatagc ttcaatctgt gc 22

<210> 6

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom2UB

<400> 6
agatacatat cagagacatc catt 24

<210> 7

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom2L

<400> 7
gaagagatca ctctcatcce 20

<210> 8§

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-1314G: BChE -1314U

<400> 8
tcttgaactc ccagactgaa gea 23

<210> 9

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-1314G: BChE -1314G



<400> 9
tacacaaaag gtacagaata cac 23

<210> 10

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-1314G: BChE -1314A

<400> 10
ttatgtaata acaagttagt tacacaaaag gtacagaata cat 43

<210> 11

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-795G: BChE -795U

<400> 11
aagtgctcca cctgcaaata tta 23

<210> 12

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-795G: BChE -795G

<400> 12
taatcttctg taagtgatag cc 22

<210> 13

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-795G: BChE -795A

<400> 13
ttctcaatge aatatattct taatcttctg taagtgatag ct 42



<210> 14

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping C-558T: BChE -558L

<400> 14
tgtctetgat atgtatcetee tt 22

<210> 15

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping C-558T: BChE -558CS

<400> 15
tcttgaccag aaaattgtgg ¢ 21

<210> 16

211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping C-558T: BChE -558TL

<400> 16
tattcatttt atttttcctg tcttgaccag aaaatttgtg gt 42

<210> 17

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping BchE-K: B¢chE-4U

<400> 17
ctgtactgtg tagttagaga aattgge 27



<210> 18

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping BchE-K: BchE-K

<400> 18
atggaatcct getttccact cccattcegt 30

<210> 19

<211> 50

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping B¢chE-K: BchE-W

<400> 19
atcatgtaat tgttccagceg taggaatcct getttccact cccattctce

<210> 20

211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer BChE 2U for real time PCR

<400> 20
gagtagatcc atagtgaaac gg 22

<210> 21

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer BChE 6LRNA for real time PCR

<400> 21
cagcgatgga atcctgettt 20

<210> 22
<211> 20

50



<212> DNA
<213> Artificial Sequence

<220>
<223> Primer beta-actin U2 for real time PCR

<400> 22
tctacaatga getgegtgtg

<210> 23

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer beta-actin L3 for real time PCR

<400> 23
tagatgggca cagtgtgggt

<210> 24

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer GUS-U1 for real time PCT

<400> 24
atgtggttoo agagctcatt

<210> 25

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer GUS-L2 for real time PCR

<400> 25
tgtctetgee gagtgaagat

<210> 26

<211> 1980

<212> DNA

<213> Homo sapiens

20

20

20

20



<220>

<221> variation

<222> (934)..(934)

<223> single nucleotide polymorphism corresponding to position 68974 of
the NCBI Accession Number NG 009031 (G68974A). It is the K
variant polymorphism. This SEQ ID NO: 28 represents the region
from position 68041 to 70020 of this Accession Number.

<400> 26
ggaggcagag gttgcggtga gecaagatgg cgecattgea cteccageetg ggtggcaaga 60

gtgaactctg tctcaaaaaa aaataaataa ataaaataaa acattgtatt ataataaggg 120
taaaatctat gtggaatgat aattaaaaag ttatccttat gcattaataa atacagtatg 180
acctttgtat ttgcgggtta cacatccatg gatttaacca accacgagtc aaaaacattt 240
gataaataaa tacatctata ctaaacatat acagaccttt ttttcttatc attattcctt 300
aaacaatata atataataaa catttacaca gcactttcat tatattaggt atgaattatc 360
tagggatgtg catggcttat gtgaaaatgt tatgctattt tacattaggg acttgagtat 420
gagaggattt tggtatccct gagaggtect agaaccaact ccccacaaat actaaggatg 480
actgtagtca tatataattt tcatcagaaa taattatctg ttatataact atatatgtaa 540
atgagaccat taaatgaaat ttgtgttatt ttaaagtgge tcaagaaaag agcataatat 600
ctacatatcc tcttgaaaac taaagaaaat atatgtaatg taattataca taatacaata 660
tataaactca ttttccattt tatatgttat acgttatata aattatatat acattatttg 720
cattttcaca taatctgtaa agattttatt aaaatctctt ttcaggcaaa gcgagcetaat 780
aacaaataat aaagaataaa taaagaaaat aatgctgtac tgtgtagtta gagaaaatgg 840
cttttgtatt cgaaattatt tttcagttaa tgaaacagat aaaaattttg attaatacaa 900
cttattccat attttacagg aaatattgat gaagcagaat gggagtggaa agcaggattc 960
catcgetgga acaattacat gatggactgg aaaaatcaat ttaacgatta cactagcaag 1020
aaagaaagtt gtgtgggtct ctaattaata gatttaccct ttatagaaca tattttcctt 1080
tagatcaagg caaaaatatc aggagctttt ttacacacct actaaaaaag ttattatgta 1140

gctgaaacaa aaatgccaga aggataatat tgattcctca catctttaac ttagtatttt 1200



acctagcatt tcaaaaccca aatggctaga acgtgtttaa ttaaatttca caatataaag 1260
ttctacagtt aattatgtge atattaaaac aatggcectgg ttcaatttct ttctttectt 1320
aataaattta agtttttccc cccaaaatta tcagtgctct gettttagtc acgtgtattt 1380
tcattaccac tcgtaaaaag gtatcttttt taaatgaatt aaatattgaa acactgtaca 1440
ccatagttta caatattatg tttcctaatt aaaataagaa ttgaatgtca atatgagata 1500
ttaaaataag cacagaaaat cattggtctc tttgtttttt atataaaggc aagaaagaat 1560
cttaaaatga gaggctcagce cactttaaaa caccttataa tagaaacaga atgctgctac 1620
caagaaacaa aatataaaat aatgtaatta tttatgtaat gccttcaaat tatattcttc 1680
atttgactct tgctctcect cacctectcet atcctcaaat caccacaaac atgtacatat 1740
gtgaattacc tttccgtaat tcaaaaattt ttaaaaagtg ggtgcataga agtctaaagt 1800
taggttgtgt accatctggg acagggcaac cettgeetgg acccagaaat attaacatat 1860
taataggaaa attgttcaat tccagaagag aaatggttgt actttctgta gacaaactgt 1920

cttatttttg caattaaaaa aattacagag ctgcatttat tagcatgctt ggcaagggag 1980



