Figure 1: Alignment of cefF (SEQ ID NO 1)

MADTPVPIFNLAALREGADQEKFRECVTGMGVEFYLTGYGAGDKDHRLATDTAMDEFFANGT
EAEKAAVTTDVPTMRRGYSALEAESTAQVTRTGSYTDYSMSEFSMGISGNVEFPSPEFERVIW
EPRRMAPHYDLSIITFIHQTPCANGEVSLOAEIGGELVSLPVVEDAVVVMCGAMAPLATQ
GALPAPRHHVRSPGAGMREGSDRTSSVFFLRPTTDEFSEFSVAKARSYGLAVDLDMETATEG
DWIGTNYVTMHAKNEPQAG

Figure 2: Nucleotide sequence and their corresponding amino acid sequence (SEQ ID NO 1)

1 atggcggacacgcccgtaccgatcttcaacctcecgeccgcactgcgggaaggcgccgatcag
M A D T P V P I F N L A A L R E G A D Q
61 gagaagttccgcgagtgcgtgaccgggatgggggtcttctacctcaccgggtacggegec
E K P R E C V T M G V F Y L T G Y G A
121 ggggataaggaccaccggctggccacggacacggcgatggacttcttcgcgaacggcacce
G b K D HR L AT DT A M D F F A N G T
181 gaggccgagaaggcggccgtgaccacggacgtcccgaccatgcggecgeggectactcecgeg
E A E K A A YV T T DV P T MR R G Y S A
241 ctggaggccgagagcaccgcccaggtgaccaggaccggttcecctacacggactactcgatg
L £E A E S T A Q V T R T G S Y T D Y S M
301 tccttctccatgggcatctcecgggcaacgtcttceccectecgecggagttcgagegggtgtgg
s F S M G I S G NV F P S P E F E R V W
361 acggagtacttcgacaagctctacgcggcggcccaggagacggcecgecggetggtgetgacce
T E Yy ¥ D K L Y A A A Q E T A R L VvV L T
421 gcgagcggcggctatgacgcggagatcgtcggaagecctggacgagectgctggacgecgac
A S G G Y baE I V G S L DE L L D A D
481 cccgtgctgcggctgecggtacttccccgaggtgecccgagcaccggteccgecgagcacgag
p v L R L R Y F P E V P E H R S A E H E
541 ccgcgccggatggceccccgcactacgacctgtcecgatcatcaccttcatccaccagacgecg
P R R M A P H Y D L S I I T F I H Q T P
601 tgcgccaacggcttcgtcagcctccaggccgagatcggecggcgaactggtgagectgecc
c A NG F V S L QA E I G G E L VvV S L P
661 gtcgtggaggacgccgtcgtcgtgatgtgcggcgcgatggeccecgectggecgacccaggge
v vV E b AV V Vv M C G A M A P L A T Q G
721 gcgctgcccgegccccecggcaccacgtceccggtecceccggegecggtatgegecgagggecage
AL P A P R H HV R S P G A G M R E G S
781 gaccgcacgtcgagcgtcttcttcctgecgecccacgaccgacttectegttecteggtggece
p R T s s VvV ¥F F L R P T T D F S F S V A
841 aaggcccgcagctacggcctcgceccgtcgacctcgacatggagacggccaccttecggecgac
K AR S Y G L A V DL D M E T A T F G D
901 tggatcggcaccaactacgtcaccatgcacgcgaagaacgagccgcaggccgga 954
w I 6 T N Y V T M H A K N E P Q A G



