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SEQUENCE LISTING

<110> Institut National de Ta Recherche Agronomique (INRA)
Centre National de la Recherche scientifique (CNRS)
Université de Strasbourg

<120> Activité anti-oomycéte des lipopolysaccharides (LPS)-Binding
proteins/bactericidal/permeability-increasing proteins

<130> 1INR-B-0012-PCT1

<150> FR1200492
<151> 2012-02-17

<160> 2

<170> PatentIn version 3.5

<210> 1
<211> 476
<212> PRT

<213> Biomphalaria glabrata

<220>

<221> MISC_FEATURE

<222> (476)..(476)

<223> X=G, A, V, L, I, M, F, W, P, S, T, C, Y, N, Q, D, E, K, R, Hor
no amino acid

<400> 1
Met Asn Thr val Phe Leu Phe Phe Ala Leu val Ala Gly Ile Phe Ala
1 5 10 15

GIn Asp Lys Pro Gly Ala val Leu Arg Leu Asn GIn Glu Ala Leu Asp
. 20 25 30

Tyr Gly Ser Arg Ile Ala Pro Asp val Leu Arg Lys val Leu Asn Lys
35 40 45

Ala Ser Phe Glu Asn Leu Glu Asp Lys Glu Gly Pro val Ser Tyr Lys
50 55 60

Phe Ser Lys Ile Ser Leu Glu GlIn Ser Glu ITe Glu Ser Ala Asn Phe
65 70 75 80

Ser Phe Asp Pro Ser Ile Asn Gly Ile Arg Ala Ser Ile GIn Arg Leu
85 90 95

Ser Ala Phe val Arg Leu Asp Tyr Glu Ser Ser Ile Asp Met Ser Ile
100 105 110

Thr Lys Met Glu His Ser Gly Ser val Asp Ile Ser Leu Gln Asp val
115 120 125

Asp val Asp Leu Lys val Ala val Glu Ala Asp Ser Asp Arg Arg Ala
130 : 135 140

Pge p
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Lys Pro Lys Thr Leu Glu Cys Lys Ala Ser Ile Lys Asp Ser Glu Phe
145 150 155 160

Asn Phe Ser Ser Ile val val His Trp Met Tyr Ser Thr Met Ser Lys
165 170 175

val Leu Pro Asn Lys val Arg Glu Trp Thr Glu Glu Arg Leu Cys Arg
180 185 190

val Ile Thr Asp Tyr Ile Asp Asnh Lys Met Pro Glu Thr Ile Lys Glu
195 200 205

val Lys Leu Ser Ala Glu Met Asp Glu Phe Lys val Asp Tyr Ser Pro
210 215 220

val Ser Lys val Ser val Ser GIn GIn Ser Leu Glu Ala Arg His Arg
225 230 235 240

Gly Glu val Ser Trp Lys Ser Asp Ser Thr Pro Ser Ser Gln Lys Pro
245 250 255

Asp Asp Leu Pro Arg Glu Asp GIn Asp Asp Glu Asp Lys Met Phe Asn
260 265 270

Leu Trp Leu Asp Glu Phe val Ala Lys Thr Phe Ala Glu Ser Ala His
275 280 285

Ser His Asp Tyr Leu Lys Ala Arg Ile Ala Glu Asp Thr Ile Ser Glu
290 295 300

Glu Asp GIn Lys Glu Lys Leu Arg Leu Ser Tyr val Ser Ser Leu Ile
305 310 315 320

Pro Glu Leu Ser Ser Asn Ser Ala Gly Ser val Gln val Glu val Ser
325 330 335

Ser Ser Lys val Pro Asp val Glu Ile Ser Glu Glu Gly val Arg val
340 345 350

GIn Leu His Gly Asp val Leu val Ser Thr Arg Ser Gly Ser Asn Phe
355 360 365

Glu GIn GIn Phe Lys teu Lys Thr Thr val Lys Leu Leu Ala Lys Ala
370 375 380

His Ile Glu Lys Asn Arg Leu Ile Pro Asp Leu Leu Ser Tyr Asp val
385 390 395 400

Glu Thr Ser Glu Leu Thr Ala ITe Lys Ile Asn Pro Lys Glu Ala Asp
405 410 415

Pge p



Ala Phe

ITe Glu

Leu Ser

450

Leu Ala

465

<210> 2

<211> 1628
<212> DNA
<213>

<400> 2
ccagtcagtt

tttttcgcac
aaccaagagg
aacaaagcct
aagatctcat
aatggtattc
tccatcgata
gatgtagatg
aaaactttgg
gtccactgga
gaggaaaggc
aaagaagtca
aaagtcagcg
tccgacagta
gaggacaaaa
gctcacagcc
cagaaagaga
agcgctggcet
gaagagggtg
aactcfgagc
gagaagaatc
gcaatcaaaa

' gaaatcgccg
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Phe Thr His Met val val Arg Glu

420

425

val Leu Arg Lys Gly Leu Pro Leu
440

Leu Asp Pro Thr val Arg Phe Thr
455

Asp val Gln Tyr Lys Glu Tyr
470

cagtacttgg
tagtcgctgg
ctcttgatta
ctttcgagaa
tggaacagtc
gtgccagcat
tgtccatcac
tggacctgaa
aatgcaaagc
tgtactcaac
tttgccgtgt
aactgtctgc
tttctcagca
ccccaagceag
tgttcaacct
acgactatct
aactacgttt
ccgtccaagt
tcagagttca
aacagttcaa
gtcttattcc
ttaatcccaa

tgaaacagat

Biomphalaria glabrata

gacgagcaca
catctttgec
tggctcaagg
tctagaggac
tgagattgag
tcagagactc
caagatggaa
agttgccgtt
cagcatcaag
catgtccaaa
gatcacagac
tgaaatggac
atcccttgaa
ccagaagcca
ctggctggat
taaagccaga
atcctacgtt
tgaggtcagc
actccatgga
actgaagaca
agacctcctc
ggaggctgat
tgaaaaggtt

Ser
475

ctgcccgeag
caagataagc
atcgctccag
aaagagggcc
agcgccaact
agtgcattcg
cacagcggaa
gaggctgact
gacagtgaat
gttctgccaa
tacattgaca
gagttcaagg
gccagacaca
gatgatctcc
gagtttgtcg
attgccgaag
agcagcctca
tctagcaaag
gatgtccttg
actgtgaaac
agctacgatg
gctttcaaat

ctaaggaagg

Pge p

Ile Ala val Lys GIn

430

Met Ser Leu Glu Asp

445

Asn Gly Ser Met His

460

Xaa

ccatgaacac
ctggagctgt
acgttcttcg
cagtcagcta
tcagcttcga
ttaggctgga
gtgttgacat
cagatcgtcg
tcaacttctc
acaaagtccg
acaaaatgcc
ttgactacag
ggggtgaagt
ccagagaaga
ccaagacctt
acacaatctc
tccccgaget
tgccagatgt
tttctactcg
tcctggecaa
tcgaaactag
tcactcacat

gattgcctct

cgtcttcctg
actcagactc
taaggtactc
caagtttagc
tccaagcatc
ctatgaatca
ttcccttcag
tgccaagccc
ctccattgtt
tgaatggacc
tgaaaccatt
ccctgtttct
ttcatggaaa
ccaggatgac
cgctgagtct
agaggaagac
cagctccaac
tgagatctcc
cagcggctct
ggcccacatt
tgaattgaca
ggtcgtcaga

gatgtccctt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200
1260
1320
1380
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gaggatcttt cactgctcga tccaaccgtc agattcacca atggatccat gcacttggcc 1440
actgacgtcc agtacaagga gtactcttaa cttaacacac agcaagactc tcagaggaac 1500
attacttcaa gacctaatgt agagcggcaa agtgtccaca caatgactag tccaccaagt 1560
aacaaaacga tggcattgaa gtaataaata aacaggaaac tgaacactta aaaaaaaaaa 1620
aaaaaaaa ‘ ‘ 1628
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