ALG-B-0004-PCT1-SEQ_ST25
SEQUENCE LISTING

<110> ALGENICS
CARLIER, Aude
MICHEL, Rémy
LEJEUNE, Alexandre
CADORET, Jean-Paul

<120> PRODUCTION OF SECRETED THERAPEUTIC ANTIBODIES IN MICROALGAE
<130> ALG-B-0004-PCT1

<150> EP12003135.6
<151> 2012-05-02

<150> EP12003136.4
<151> 2012-05-02

<160> 20

<170> PatentIn version 3.5

<210> 1

<211> 230

<212> PRT

<213> homo sapiens

<400> 1

Tet Gly val Lys ga] Leu Phe Ala Leu {1e Cys Ile Ala val ?1a Glu
0 5

Ala Asp Ile ESU Leu Thr GIn Ser ggo val Ile Leu Ser ¥31 ser Pro

Gly Glu Arg val Ser Phe Ser Cys Arg Ala Ser GIn Ser Ile Gly Thr
35 40 45

Asn Ile His Trp Tyr GIn GIn Arg Thr Asn Gly Ser Pro Arg Leu Leu
50 55 60

ITe Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser
65 70 75 80

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser val Glu
85 90 95

Ser Glu Asp Ile Ala Asp Tyr Tyr Cys GIn GIln Asn Asn Asn Trp Pro
100 105 110

Thr Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr val Ala
115 120 125

Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
130 135 140

Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
145 150 155 160

Pgagi



Ala Lys
GIn Glu
ser Ser

Tyr Ala
210

Ser Phe
225

<210>
<211>
<212>
<213>

<400>
Met Gly
1

Ala G1n
Gln Ser

Tyr Gly
50

Leu Gly
65

Thr Ser
Phe Lys
Ala Arg
Gly Thr

130

Phe Pro
145

val

Ser

Thr
195

Cys

Asn

2
469
PRT
homo

2

val

val

Leu

35

val

val

Arg

Met

Ala

115

Leu

Leu

Gln

val

180

Leu

Glu

Arg

Thr

val

Gly

sapiens

Lys

Gln

20

Ser

His

Ile

Leu

Asn

100

Leu

val

Ala

val
5
Leu
Ile
Trp
Trp
Ser
85
Ser
Thr

Thr

Pro

Lys

Glu

Leu

Thr

Ala
230

Leu

Lys

Thr

val

Ser

70

Ile

Leu

Tyr

val

ser
150

val

Gln

Ser

His
215

Phe

Gln

Cys

Arg

55

Gly

Asn

Gln

Tyr

Ser

135

Ser

ALG-B-0004-PCT1-SEQ_ST25

Asp Asn Ala Leu GIn Ser Gly
170

Asp
Lys

200

Gin

Ala

Ser

Thr

40

Gln

Gly

Lys

ser

120

Ala

Lys

Ser
185

Ala

Gly

Leu

Gly

25

val

ser

Asn

Asp

Asn

105

Tyr

Ala

Ser

Lys Asp Ser

Asp Tyr Glu

Leu Ser Ser

Ile

10

Pro

Ser

Pro

Thr

Asn

90

Asp

Glu

Ser

Thr

Pgedzl

Cys

Gly

Gly

Gly

Asp

75

Ser

Thr

Phe

Thr

Ser
155

220

Ile

Leu

Phe

Tyr

Lys

Ala

Ala

Lys

140

Gly

Thr

Ala

val

Ser

45

Gly

Asn

Ser

Ile

TYyr

125

Gly

Gly

TYr
190

His

val

val

Gln

30

Leu

Leu

Thr

Gln

Tyr

110

Trp

Pro

Thr

Asn
175
Ser

Lys

Thr

Ala

15

Pro

Thr

Glu

Pro

val

95

Tyr

Gly

ser

Ala

ser

Leu

val

Lys

Ser

Asn

Trp

Phe

80

Phe

cys

Gln

val

Ala
160



Leu

Trp

Leu

Ser

Pro

225

Ser

Leu

Leu

Ser

Glu

305

Thr

AsSn

Pro

GIn

val

385

val

Pro

Gly

Asn

GlIn

Ser

210

ser

Cys

Gly

Met

His

290

val

Tyr

Gly

Ile

val

370

Ser

Glu

Pro

Cys

Ser

Ser

195

Ser

Asn

Asp

Gly

Ile

275

Glu

His

Arg

Lys

Glu

355

Tyr

Leu

Trp

val

Leu

Gly

ser

Leu

Thr

Lys

Pro

260

ser

Asp

Asn

val

Glu

340

Lys

Thr

Thr

Glu

Leu
420

val

165

Ala

Gly

Gly

Lys

Thr

245

ser

Arg

Pro

Ala

val

325

Tyr

Thr

Leu

cys

Ser

405

Asp

Lys

Leu

Leu

Thr

val

230

His

val

Thr

Glu

Lys

ser

Lys

Ile

Pro

Leu

390

Asn

ser

Asp

Thr

Tyr

Gln

215

Asp

Thr

Phe

Pro

val

295

Thr

val

cys

ser

Pro

375

val

Gly

Asp

ALG-B-0004-PCT1-SEQ_ST25
Tyr Phe Pro Glu Pro val Thr
170

Ser

sSer

200

Thr

Lys

cys

Leu

Glu

280

Lys

Lys

Leu

Lys

Lys

360

ser

Lys

Gln

Gly

Gly

185

Leu

Tyr

Arg

Pro

Phe

265

val

Phe

Pro

Thr

val

345

Ala

Arg

Gly

Pro

ser
425

val

ser

Ile

val

Pro

250

Pro

Thr

Asn

Arg

val

330

ser

Lys

Asp

Phe

Glu

410

Phe

His

Ser

cys

Glu

235

cys

Pro

Cys

Trp

Glu

315

Leu

Asn

Gly

Glu

Tyr

395

Asn

Phe

Pgelg

Thr pPhe Pro

val

AsSn

220

Pro

Pro

Lys

val

Tyr

300

Glu

His

Lys

Gln

Leu

380

Pro

Asn

Leu

val

205

val

Lys

Ala

Pro

val

285

val

GlIn

Gln

Ala

Pro

365

Thr

Ser

Tyr

Tyr

190

Thr

AsSn

ser

Pro

Lys

val

Asp

Tyr

Asp

Leu

350

Arg

Lys

Asp

Lys

ser
430

val
175

Ala

val

Pro

Glu

255

Asp

Asp

Gly

Asn

Trp

Pro

Glu

Asn

Thr
415

Lys

Ser

val

Pro

Lys

Lys

240

Leu

Thr

val

val

Ser

320

Leu

Pro

Gln

Ala

400

Thr

Leu



ALG-B-0004-PCT1-SEQ_ST25
Thr val Asp Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser
435 440 445

val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser
450 455 460

Leu Ser Pro Gly Lys

465

<210> 3

<211> 19

<212> DNA

<213> Artificial sequence

<220>

<223> primer used for the PCR amplification of the 1light chain

<400> 3

taccaacagc gaacgaacg 19
<210> 4

<211> 19

<212> DNA

<213> Artificial sequence

<220> . - - 0 .

<223> primer used for the PCR amplification of the 1light chain

<400> 4

gtcgaccttc cattggacc 19
<210> 5

<211> 19

<212> DNA

<213> Artificial sequence

<220> . .

<223> primers used for the PCR amplification of the heavy chain

<400> 5

caaggacaac tcgaagtcg 19
<210> 6

<211> 19

<212> DNA )

<213> Artificial sequence

<220> . - . - .

<223> primer used for the PCR amplification of the heavy chain

<400> 6

cggttcgact cgcttgtcg 19
<210> 7

<211> 235

<212> PRT

<213> homo sapiens

<400> 7

Met Asp Phe Gln val GIn ITe Ile Ser Phe Leu Leu Ile Ser Ala Ser

Pge E(



val

Leu

ser

Pro

65

val

ser

Thr

Arg

Gln

145

Tyr

Ser

Thr

Lys

Pro
225

Ile

ser

Ser

50

Lys

Arg

Arg

Ser

Thr

130

Leu

Pro

Gly

Tyr

His
210

Met

Ala

35

val

Pro

Phe

val

Asn

115

val

Lys

Arg

Asn

ser

195

Lys

val Thr

<210>
<211>
<212>
<213>

<400>

Met Gly Trp
1

8
470
PRT

h
8

omo

ser

20

Ser

Ser

Trp

Ser

Glu

100

Pro

Ala

ser

Glu

Ser

180

Leu

val

Lys

Arg

Pro

Tyr

Ile

Gly

85

Ala

Pro

Ala

Gly

Ala

165

GIn

ser

Tyr

Ser

sapiens

Ser

Leu
5

Gly

Gly

Ile

Tyr

70

Ser

Glu

Thr

Pro

Thr

150

Lys

Glu

Ser

Ala

Phe
230

Ile

Gln

Glu

His

55

Ala

Gly

Asp

Phe

Ser

135

Ala

val

Ser

Thr

215

Asn

Leu

ALG-8-0004-PCT1-SEQ_ST25
10

Ile val Leu Ser Gln Ser Pro

Lys

40

Trp

Thr

ser

Ala

Gly

val

ser

GIn

val

Leu

200

Glu

Arg

Leu

val

Phe

ser

Gly

Ala

105

Gly

Phe

val

Trp

Thr

185

Thr

val

Gly

Phe

Thr

Gln

Asn

Thr

90

Thr

Gly

Ile

val

Lys

Glu

Leu

Thr

Glu

Met

Gln

Leu

75

Ser

Tyr

Thr

Phe

155

val

Gln

Ser

His

Cys
235

Thr

Tyr

Tyr

Lys

Pro

140

Leu

Asp

Asp

LyS

Gln
220

cys

45

Pro

ser

Ser

Cys

Leu

125

Pro

Leu

Asn

ser

Ala

205

Gly

Arg

Gly

Gly

Leu

Gln

110

Glu

Ser

Asn

Ala

Lys

190

Asp

Leu

15

Ala

Ala

ser

val

Thr

95

Gin

Ile

Asp

Asn

Leu

175

Asp

Tyr

Ser

Ile

Ser

ser

Pro

80

Ile

Trp

Lys

Glu

Phe

160

GlIn

ser

Glu

ser

Leu val Ala val Ala Thr Arg

10

Pgej§

15



val

Pro

Thr

Glu

65

Gln

Thr

Tyr

val

val

Phe

val

val

225

Lys

Leu

Thr

Leu

Gly

Ser

50

Trp

Lys

Ala

Tyr

Thr

Thr

Pro

Thr

210

Asn

ser

Leu

Leu

Ser

Ala

35

Tyr

Ile

Phe

Tyr

Cys

115

Gly

Ser

Ala

val

Ala

195

val

His

Cys

Gly

Met
275

Gln

20

ser

Asn

Gly

Lys

Met

100

Ala

Ala

val

Ala

Ser

180

val

Pro

Lys

Asp

val

val

Met

Ala

Gly

85

Gln

Arg

Gly

Phe

Leu

165

Trp

Leu

Ser

Pro

Ser

Gln

Lys

Ile

70

Lys

Leu

Ser

Thr

Pro

150

Gly

Asn

Gln

Ser

Ser

230

Thr

Ser

Arg

Leu

Met

Trp

55

Tyr

Ala

Ser

Thr

Thr

135

Leu

cys

ser

Ser

Ser

215

Asn

His

val

Thr

ALG-B-0004-PCT1-SEQ_ST25

Gln g;n Pro Gly Ala Glu Leu

ser

40

val

Pro

Thr

ser

Tyr

120

val

Ala

Leu

Gly

ser

200

Leu

Thr

Thr

Phe

Pro
280

Cys

Lys

Gly

Leu

Leu

105

Tyr

Thr

Pro

val

Ala

185

Gly

Gly

Lys

Cys

Leu

265

Glu

Lys

Gln

Asn

Thr

90

Thr

Gly

val

ser

Leu

Thr

val

Pro

250

Phe

val

Ala

Thr

Gly

75

Ala

Ser

Gly

Ser

Ser

155

Asp

Thr

Tyr

Gln

Asp

235

Pro

Pro

Thr

Pge b

Ser

Pro

60

Asp

Asp

Glu

Asp

Ala

140

Lys

Tyr

Ser

ser

Thr

220

Lys

cys

Pro

Cys

Gly

45

Gly

Thr

Lys

Asp

Trp

Ala

Ser

Phe

Gly

Leu

205

Tyr

Lys

Pro

Lys

val
285

30

Tyr

Arg

ser

ser

sSer

110

Tyr

ser

Thr

Pro

val
190

Ser

Ile

Ala

Ala

Pro

270

val

val
Thr
Gly
Tyr
ser
95

Ala
Phe
Thr
Ser
Glu
175
His
Ser
Cys
Glu
Pro
255

Lys

val

Lys

Phe

Leu

Asn

80

Ser

val

Asn

Lys

Thr

val

Asn

Pro

240

Glu

Asp

Asp



val

val

305

Ser

Leu

Ala

Pro

Gln

385

Ala

Thr

Leu

ser

ser
465

Ser

290

Glu

Thr

Asn

Pro

Gln

370

val

val

Pro

Thr

val

450

Leu

<210>
<211>
<212>
<213>

<400>

His

val

Tyr

Gly

Ser

Glu

Pro

val
435

Met

Ser

9
107
PRT
homo

9

Asp Ile Gln
1

Asp Arg val

val Ala Trp
35

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

420

ASp

His

Pro

Asp

Asn

val

325

Glu

Lys

Thr

Thr

Glu

405

Leu

Lys

Glu

Gly

sapiens

Met

Thr
20

Tyr

Thr
5

Ile

Gln

Pro

Ala

310

val

Tyr

Thr

Leu

cys

ser

Asp

Ser

Ala

Gln

Glu

295

Lys

Ser

Lys

Ile

Pro

375

Leu

Asn

Ser

Arg

Leu
455

Ser

ALG-B-0004-PCT1-SEQ_ST25

val Lys Phe Asn Trp Tyr
300

Thr Lys Pro Arg Glu Glu
315

val Leu Thr val Leu His
330

Cys Lys val Ser Asn Lys

Ser Lys Ala Lys Gly Gln
360 365

Pro Ser Arg Asp Glu Leu
380

val Lys Gly Phe Tyr Pro
395

Gly GIn Pro Glu Asn Asn
410

Asp Gly Ser Phe Phe Leu

Trp Gln GIn Gly Asn val
440 445

His Asn His Tyr Thr Gln
460

Pro Ser Ser Leu Ser Ala
10

Thr Cys Arg Ala Ser Gln Asp val

Gln

Lys

25

val

Gln

GIn

Ala

350

Pro

Thr

Ser

Tyr

Tyr

430

Phe

Lys

Ser

Asp

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser

val

Gly

Asn

320

Trp

Pro

Glu

Asn

Ile

400

Thr

Lys

cys

Leu

Gly

Asn Thr Ala

Pro Gly Lys Ala Pro Lys Leu Leu Ile

40 45

g &



Tyr Ser Ala

ser Arg Ser
65

Glu Asp Phe
Thr Phe Gly

<210> 10

<211> 120
<212> PRT
<213> homo

<400> 10
Glu val Gln
1

Ser Leu Arg
Tyr Ile His
35

Ala Arg Ile
50
Lys Gly Arg

Leu GIn Met

Ser Arg Trp

Gly Thr Leu
115
<210> 11
<211> 106
<212> PRT
<213> homo
<400> 11

Asp Ile Gln
1

Asp Arg val

Ser Phe

Gly Thr

Ala Thr
85

GIn Gly
100

sapiens

Leu val
5

Leu Ser

20

Trp val

Tyr Pro

Phe Thr

Asn Ser
85

Gly Gly

val Thr

sapiens

Met Thr
5

Thr Ile

Leu

Asp

70

Tyr

Thr

Glu

cys

Arg

Thr

Ile

70

Leu

Asp

val

Gln

Thr

Tyr
55
Phe

Tyr

Lys

ser

Ala

Gln

Asn

55

ser

Arg

Gly

Ser

Ser

Cys

ALG-B-0004-PCT1-SEQ_ST25

Ser Gly val Pro Ser Arg Phe Ser Gly
60

Thr

Cys

val

Gly

Ala

Ala

40

Gly

Ala

Ala

Phe

ser
120

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Tyr

Asp

Glu

TYyr
105

Thr Ile Ser Ser Leu GIn Pro
75 80

Gln His Tyr Thr Thr Pro Pro
90 95

Ile Lys

Gly Leu val GIn Pro Gly Gly
10 15

Gly Phe Asn Ile Lys Asp Thr

Gly Lys Gly Leu Glu Trp val
45

Thr Arg g%r Ala Asp Ser val

Thr Ser Lys Asn Thr Ala Tyr
75 80

Asp Thr Ala val Tyr Tyr Cys
90 95

Ala Met Asp Tyr Trp Gly GIn
1

Pro Ser Thr Leu Ser Ala Ser val Gly
10 15

Lys Cys GIn Leu Ser val Gly Tyr Met

Pge 8



His Trp

Asp Thr
50

Gly Ser
65

Asp Phe

Phe Gly

<210>
<211>
<212>
<213>
<400>
Gln val
1

Thr teu

Gly Met

Trp Leu
50

Leu Lys
65

val Leu

Cys Ala

Gly Thr

<210>
<211>
<212>
<213>

<400>

Tyr

Ser

Gly

Ala

Gly

12
120
PRT
homo
12

Thr

Thr

Ser
35

Ala

ser

Lys

Arg

Thr
115

13
107
PRT
homo

13

20

GlIn

LysS

Thr

Thr

Gly

Glin

Leu

Glu

Tyr

85

Thr

sapiens

Leu

Leu

20

val

Asp

Arg

val

ser

100

val

Arg

5

Thr

Gly

Ile

Leu

Thr

85

Met

Thr

sapiens

Lys

Ala

Phe

70

Tyr

LyS

Glu

Cys

Trp

Trp

Thr

70

Asn

Ile

val

Pro

Ser

55

Thr

Cys

Leu

Ser

Thr

Trp

55

Ile

Met

Thr

Ser

ALG-B-0004-PCT1-SEQ_ST25
25 30

Gly

40

Gly

Leu

Phe

Glu

Gly

Phe

Arg

40

Asp

ser

ASp

Asn

ser
120

Lys

val

Thr

Gln

Ile
105

Pro

Ser

25

Gln

Asp

Lys

Pro

Trp

Ala

Pro

Gly
90

Lys

Ala
10

Gly
Pro
Lys
Asp
Ala
90

Tyr

Pro

Ser

Ser

75

Ser

Leu

Phe

Pro

Lys

Thr

75

Asp

Phe

Pgej3

Lys
Arg
60

Ser

Gly

val

ser

Gly

Asp

60

Ser

Thr

Asp

Leu Leu
45
Phe ser

Leu Gln

Tyr Pro

Lys Pro

Leu Ser

30

Lys Ala

Tyr Asn

Lys Asn

Ala Thr

val Trp

Ile

Gly

Pro

Phe
95

Thr

15

Thr

Leu

Pro

Gln

Tyr

95

Gly

Tyr

Ser

Asp

80

Thr

Gln

Ser

Glu

Ser

val

80

Tyr

Ala



Asp Ile
Asp Arg
His Trp

Asp Thr
50

Gly Ser
65

Asp Phe
Thr pPhe

<210>
<211>
<212>
<213>

<400>
GIn val
1

Thr Leu
Gly Met
Trp Leu

50

Leu LysS
65
val Leu

Cys Ala

Gly Thr

Gln

val

Tyr

35

Ser

Gly

Phe

Gly

14
120
PRT
homo

14

Thr

Thr

Ser

35

Ala

Asp

Lys

Arg

Thr
115

Met

Thr

20

Gln

Lys

Thr

Ala

Gly

Thr

Ile

GlIn

Leu

Glu

Thr

85

Gly

sapiens

Leu

Leu

20

val

Asp

Arg

val

Arg

5

Thr

Gly

Ile

Leu

Thr

85

Met

Thr

Gln

Thr

Lys

Ala

Phe

70

Tyr

Thr

Glu

Cys

Trp

Trp

Thr

70

Asn

Ile

val

ser

Cys

Pro

Ser

55

Thr

Tyr

Lys

Ser

Thr

Ile

Trp

55

Ile

Met

Phe

Ser

ALG-B-0004-PCT1-SEQ_ST25

Pro Ser Thr Leu Ser Ala Ser

ser

Gly

40

Gly

Leu

cys

val

Gly

Phe

Arg

40

Asp

Ser

Asp

AsSn

ser
120

Ala

25

Lys

val

Thr

Phe

Glu
105

Pro

ser

25

GlIn

Asp

Lys

Pro

Phe
105

ser

Ala

Pro

Ile

Gln

90

Ile

Ala
10

Gly
Pro
Lys
Asp
Ala
90

Tyr

Ser

Pro

sSer

Ser

75

Gly

Lys

Leu

Phe

Pro

LyS

Thr

75

Asp

Phe

Pge|D

Arg

Lys

Arg

60

Ser

Ser

val

ser

Gly

His

60

ser

Thr

Asp

val

Leu

45

Phe

Leu

Gly

Lys

Leu

Tyr

Lys

Ala

val

Gly

30

Leu

Ser

Gln

Tyr

Pro

Ser

30

Ala

Asn

Asn

Thr

Trp
110

val

15

Tyr

Ile

Gly

Pro

Pro
95

Thr
15

Thr
Leu
Pro
GIn
Tyr
95

Gly

Gly

Met

Tyr

Ser

Asp

80

Phe

Gln

Ala

Glu

ser

val

80

Tyr

Gln



<210>
<211>
<212>
<213>
<400>

Asp Ile
1

Asp Arg
Leu ASn

Tyr Asn
50

ser Gly
65

Glu Asp
Thr Phe

<210>
<211>
<212>
<213>
<400>
GIn val
1

Thr Leu
Tyr Met

Gly Phe
50

Ser val
65

Phe Ser

Tyr Cys

15
107
PRT
homo

15

GlIn

val

Trp

35

Thr

Ser

Ile

Gly

16
121
PRT
homo

16

GIn

Ser

Asn

35

Ile

Lys

Leu

Ala

sapiens

Met

Thr

20

Tyr

Asn

Gly

Ala

Gln
100

Thr
S5

Ile
Gln
ASn
Thr
Thr

85

Gly

sapiens

Leu

Leu

20

Trp

Arg

Gly

Arg

Gln

5

Thr

val

Asp

Arg

Leu

85

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Glu

Ccys

Arg

Lys

val

70

Ser

Gly

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

ser

Thr

GlIn

Ala

55

Thr

ser

His

ALG-B-0004-PCT1-SEQ_ST25

Pro

Lys

Pro

40

Thr

Thr

Cys

val

Gly

val

Pro

40

Lys

Met

val

Thr

ser

Ala

25

Gly

Gly

Phe

Leu

Glu
105

Pro

Ser

25

Pro

Gly

Leu

Thr

Ala
105

Ser Leu
10

Ser Gln
Lys Ala
val Pro

Thr Ile
75

Gln His
90

Ile Lys

Gly Leu
10

Gly Phe
Gly Arg
Tyr Thr

val Asp
75

Ala Ala
90

Ala Pro

Pgeﬁﬁ

Ser

Asn

Pro

ser

60

Ser

Ile

val

Thr

Gly

Thr

60

Thr

Asp

Phe

Ala

Lys

Arg

Ser

Ser

Arg

Phe

Leu

45

Glu

Ser

Thr

Asp

ser

Asp

30

Leu

Phe

Leu

Arg

Pro

Thr

30

Glu

Tyr

Lys

Ala

Tyr
110

val

15

Lys

Leu

Ser

Gln

Pro
95

Ser

15

Asp

Trp

Asn

Asn

val

95

Trp

Gly

Tyr

Ile

Gly

Pro

80

Arg

Phe

Ile

Pro

Gln

80

Tyr

Gly



GIn Gly Ser
115
<210> 17
<211> 107
<212> PRT
<213> homo
<400> 17
Asp Ile Leu
1
Glu Arg val
Ile His Trp
35
Lys Tyr Ala
50

Ser Gly Ser
65

Glu Asp Ile
Thr Phe Gly
<210> 18
<211> 119
<212> PRT
<213> homo
<400> 18

Gln val GlIn
1
Ser Leu Ser

Gly val His
35

Gly val Ile
50

Ser Arg Leu

Leu

val

sapiens

Leu

ser

20

Tyr

ser

Gly

Ala

Ala
100

Thr

5

Phe

Gln

Glu

Thr

Asp

85

Gly

sapiens

Leu

Ile

20

Trp

Trp

ser

Lys
5

Thr
val
ser

Ile

Thr

Gln

Ser

Gln

Ser

Asp

70

Tyr

Thr

Gln

cys

Arg

Gly

Asn
70

val

Ser

Cys

Arg

Ile

55

Phe

Tyr

Lys

Ser

Thr

Gln

Gly

55

Lys

ALG-B-0004-PCT1-SEQ_ST25

ser
120

Pro

Arg

Thr

40

ser

Thr

cys

Leu

Gly

val

ser

40

AsSn

Asp

sSer

val

Ala

25

Asn

Gly

Leu

Gln

Glu
105

Pro

Ser

25

Pro

Thr

Asn

Ile
10

Ser
Gly
Ile
Ser
Gln
90

Leu

Gly
10

Gly
Gly

Asp

Ser

92

Leu

GIn

Ser

Pro

Ile

75

Asn

Lys

Leu

Phe

Lys

Tyr

Lys

Ser

Ser

Pro

Ser

60

Asn

Asn

val

Ser

Gly

Asn

60

Ser

val

Ile

Arg

45

Arg

Ser

Asn

Gln

Leu

Leu

45

Thr

Gln

ser

Gly

30

Leu

Phe

val

Trp

Pro

Thr

30

Glu

Pro

val

Pro
15
Thr

Leu

Ser

Pro
95

Ser

15

Asn

Trp

Phe

Phe

Gly

Asn

Ile

Gly

Ser

80

Thr

Tyr

Leu

Thr

Phe
80



Lys Met
Arg Ala
Thr Leu

<210>
<211>
<212>
<213>
<400>

GIn Ile
1

Glu Lys
His Trp

Ala Thr
50

Gly Ser
65

Asp Ala
Phe Gly

<210>
<211>
<212>
<213>
<400>

GIn val
1

ser val
Asn Met

Gly Ala
50

Asn

Leu

val
115

19
106
PRT
homo

19

val

val

Phe
35

ser

Gly

Ala

Gly

20
121
PRT
homo
20

Gln

Lys

His

35

Ile

Ser

Thr
100

Thr

Leu
85

Tyr

val

sapiens

Leu

Thr

20

Gln

Asn

Thr

Thr

Gly

Ser
5

Met
GIn
Leu
Ser
Tyr

85

Thr

sapiens

Leu

Met

20

Trp

Tyr

Gln

5

Ser

val

Pro

Gln

Tyr

Ser

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

GIn

Cys

Lys

Gly

ser

Asp

Ala

ser

Cys

Pro

ser

55

Ser

Cys

Leu

Pro

Lys

Gln

Asn
55

ALG-B-0004-PCT1-SEQ_ST25
Asn Asp Thr Ala Ile Tyr Tyr Sgs Ala
90

Tyr Glu Phe Ala Tyr Trp Gly GIn Gly
105 110

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

Gly
Ala
Thr
40

Gly

Ala

Ala

25

Ser

val

Thr

Gln

Ile
105

Ala

Ser

25

Pro

Asp

Ile Leu
10

ser Ser
ser Pro
Pro val

Ile Ser
75

Trp Thr
90

Lys

Glu Leu
10

Gly Tyr

Gly Arg

Thr Ser

Pge (5

Ser

ser

Lys

Arg

60

Arg

Ser

val

Thr

Gly

Tyr
60

Ala

val

Pro

45

Phe

val

Asn

Lys

Phe

Leu

45

Asn

ser

ser

30

Trp

Ser

Glu

Pro

Pro

Thr

30

Glu

Gln

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly
15
ser

Trp

Lys

Gly

Ile

Tyr

Sser

Glu

80

Thr

Ala

Tyr

Ile

Phe



ALG-B-0004-PCT1-SEQ_ST25

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn val Trp Gly
100 105 110

Ala Gly Thr Thr val Thr val ser Ala
115 120

Pge( kf




