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<110> sanofi-Pasteur o
Imperial Innovations Limited

<120> 1Induction of cross-reactive cellular response against rhinovirus
antigens

<130> BET12P1418
<160> 41

<170> PatentIn version 3.5

<210> 1

<211> 69

<212> PRT

<213> Artificial Sequence
<220>

<223> HRV16 VP4 peptide
<400> 1

Met Gly Ala GIn val Ser Arg GIn Asn val Gly Thr His Ser Thr Gln
1 5 10 15

Asn Met val Ser Asn Gly Ser Ser Leu Asn Tyr Phe Asn Ile Asn Tyr
20 25 30

Phe Lys Asp Ala Ala Ser Ser Gly Ala Ser Arg Leu Asp Phe Ser Gln
35 40 45

Asp Pro Ser Lys Phe Thr Asp Pro val Lys Asp val Leu Glu Lys Gly
50 55 60

Ile Pro Thr Leu GIn
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<210> 2
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<212> PRT

<213> Artificial Sequence
<220>

<223> HRV14 VP4 peptide
<400> 2

Met Gly Ala GIn val Ser Thr GIn Lys Ser Gly Ser His Glu Asn GIn
1 5 10 15

Asn Ile Leu Thr Asn Gly Ser Asn GIn Thr Phe Thr val Ile Asn Tyr
20 25 30

Tyr Lys Asp Ala Ala Ser Thr Ser Ser Ala Gly Gln Ser Leu Ser Met
35 40 45

Asp Pro Ser Lys Phe Thr Glu Pro val Lys Asp Leu Met Leu Lys Gly
50 55 60
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Ile

270

Asn

Gly

Thr

Asn

Phe

30

Arg

Cys

Thr

Leu

Gly

Ile

Ile

His

255

Pro

val

Ala

Glu

val
15

Leu

Trp
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Trp
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Ala Leu Tyr Ile Pro Pro Tyr Glu Leu
90 95
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Phe
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of HRV14 RNA polymerase
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Trp
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<212>
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Trp
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Trp
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Ile

Glu

Ala

Phe
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Trp
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C-ter domain of HRV16 RNA polymerase
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Asp

Leu

65

Ala

Leu

val

Asp

Ile

145

Ser

Phe

Ser

Thr
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Trp
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Trp
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C-terminal domain of HRV14 RNA polymerase
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Trp
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Trp
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Thr

255

Glu

Pro

Leu

Ile
335

Glu

Gly

Ile

Cys

Arg

Lys

Leu

240

Ile

Asn

Phe

Arg

Cys

320

Gln

Tyr



Gly
1
Ile
Ile
Arg
Asn
65
Tyr
Met
Asn
Asp
Leu
145
Glu
Glu
Asn
Ala
Leu
225

Ser

Leu

Gln

His

Phe

Leu

50

Thr

Ser

Glu

Thr

Leu

130

Asp

Leu

Ala

Leu

val

210

Asp

Ile

Ser

Ile

Thr

Pro

35

Lys

Glu

Ala

Asp

Ser

115

Ile

Lys

Arg

Ser

Phe

195

Gly

Gly

His

Phe

Gln

Pro

20

Gly

val

Cys

Gln

Ser

100

Ala

Asn

Tyr

Lys

Ser

180

Ser

Cys

Asp

Pro

Asn
260

Ile

Thr

Ser

Asp

Ser

Leu

85

val

Gly

Asn

Asp

Lys

Asp

Cys

Ile

245

Pro

Ser

Lys

Lys

Phe

Leu

70

Ala

Phe

Tyr

Lys

val

150

Asp

Asn

Phe

Pro

Ile

230

Trp

Thr

Lys

Thr

Glu

Asp

55

Asn

Thr

Gly

Pro
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Trp
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HRV14 RNA polymerase
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Trp
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val ITe Phe
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Glu Gly Gln
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Phe Arg GIn

val Glu Glu
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Met GIn Glu
410

Pro Glu Ile
425

Gly Arg Ala

Tyr Glu Lys

val Arg Glu
10

Leu His Pro
25

Ala val Leu
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Lys Ile
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Asn Leu
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385
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Gln Lys
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<212>
<213>
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Leu Ala Tyr Gly Asp Asp Leu Ile val Ser Tyr Pro Tyr Glu
325 330 335

Pro GIn val Leu Ala Thr Leu Gly Lys Asn Tyr Gly Leu Thr
340 345 350

Pro Pro Asp Lys Ser Glu Thr Phe Thr Lys Met Thr Trp Glu
355 360 365

Thr Phe Leu Lys Arg Tyr Phe Lys Pro Asp GIn GIln Phe Pro

val His Pro val Met Pro Met Lys Asp Ile His Glu Ser Ile
390 395 400

Thr Lys Asp Pro Lys Asn Thr Gln Asp His val Arg Ser Leu
405 410 415

Leu Ala Trp His Ser Gly Glu Lys Glu Tyr Asn Glu Phe Ile
420 425 430

ITe Arg Thr Thr Asp Ile Gly Lys Cys Leu Ile Leu Pro Glu
435 440 445

val Leu Arg Arg Arg Trp Leu Asp Leu Phe

455 460
17
332
PRT
Artificial Sequence

HRV1B VPO polyprotein

SITE
(D..a7n
Pool C

SITE
(172)..(332)
Pool D

17
Ala Gln val Ser Arg Gln Asn val Gly Thr His Ser Thr Gln
5 10 15

val Ser Asn Gly Ser Ser Leu Asn Tyr Phe Asn Ile Asn Tyr
20 25 30

Asp Ala Ala Ser Ser Gly Ala Ser Arg Leu Asp Phe Ser Gln
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