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<110> ETH Zurich

<120> FRET-Method for identifying a biomolecule-modulating compound

<130> T-2013-018

<160> 4

<170> patentlIn version 3.5

<210> 1

<211> 753

<212> DNA

<213> Homo sapiens

<400> 1

atggccgaag gcggggctag caaaggtggt ggagaagagc ccgggaagct gccggagccg 60"
gcagaggagg aatcccaggt tttgcgcgga actggccact gtaagtggtt caatgtgcgc 120
atgggatttg gattcatctc catgataaac cgagagggaa gccccttgga tattccagtc 180
gatgtatttg tacaccaaag caaactattc atggaaggat ttagaagcct aaaagaagga 240
gaaccagtgg aattcacatt taaaaaatct tccaaaggcc ttgagtcaat acgggtaaca 300
ggacctggtg ggagcccctg tttaggaagt gaaagaagac ccaaagggaa gacactacag 360
aaaagaaaac caaagggaga tagatgctac aactgtggtg gccttgatca tcatgctaag 420
gaatgtagtc tacctcctca gccaaagaag tgccattact gtcagagcat catgcacatg 480
gtggcaaact gcccacataa aaatgttgca ‘cagccacccg cgagttctca gggaagacag 540
gaagcagaat cccagccatg cacttcaact ctccctcgag aagtgggagg cgggcatggc 600
tgtacatcac caccgtttcc tcaggaggct agggcagaga tctcagaacg gtcaggcagg 660
tcacctcaag aagcttcctc cacgaagtca tctatagcac cagaagagca aagcaaaaag 720
gggccttcag ttcaaaaaag gaaaaagaca taa 753
<210> 2

<211> 67

<212> RNA

<213> Homo sapiens

<400> 2 ) :

ugagguagua gguuguauag uuuagaauua caucaaggga gauaacugua cagccuccua 60
gcuuucc 67
<210> 3

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer

<400> 3

tcgagctcaa tggccgaagg cggggcta 28
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atccgcgggt tatgtctttt tccttttttg aactgaaggc ccc
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