<110>

PCT/IL2016/050285

SQL text.txt
SEQUENCE LISTING

Yissum Research Development Company of the Hebrew
University of Jerusalem Ltd.

<120> TISOLATED PEPTIDES DERIVED FROM THE B7 LIGAND DIMER INTERFACE AND
USES THEREOF

<130> 2403983

<150> US 62/133,639

<151> 2015-03-16

<160> 56

<170> PatentIn version 3.5

<210> 1

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> pB2-2

<400> 1

Asp Leu Pro Cys GIn Phe Ala Asn Ser Gln Asn

1 5 10

<210> 2

<211> 13

<212> PRT

<213> Artificial Sequence

<220>

<223> D-Ala-pB2-2

<220>

<221> MISC_FEATURE

<222> (..

<223> x equals to D-Ala

<220>

<221> MISC_FEATURE

<222> (13)..(13)

<223> x equals to D-Ala

<400> 2

Xaa Asp Leu Pro Cys Gln Phe Ala Asn Ser GIn Asn Xaa

1 5 10

<210> 3

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> pB2-3

<400> 3

His His Lys Lys Pro Thr Gly Met Ile Arg
1 5 10
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SQL text.txt

<210> 4

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> D-Ala-pB2-3

<220>

<221> MISC_FEATURE
<222> (D..D

<223> x equal to D-Ala

<220>

<221> MISC_FEATURE
<222> (12)..(12)

<223> x equal to D-Ala

<400> 4

Xaa His His Lys Lys Pro Thr Gly Met Ile Arg Xaa
1 5 10

<210> 5

<211> 11

<212> PRT

<213> Artificial Sequence
<220>

<223> pB2-4

<400> 5

Glu Lys Phe Asp Ser val His Ser Lys Tyr Met
1 5 10

<210> 6

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> D-Ala-pB2-4

<220>

<221> MISC_FEATURE

<222> (D..(D

<223> x equals to D--Ala

<220>

<221> MISC_FEATURE

<222> (13)..(13)

<223> x equals to D--Ala

<400> 6

Xaa Glu Lys Phe Asp Ser val His Ser Lys Tyr Met Xaa
1 5 10

<210> 7
<211> 7
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SQL text.txt
<212> PRT
<213> Artificial Sequence

<220>
<223> pB2-5

<400> 7

Met Leu Lys Ile Gln Ala Tyr
1 5

<210> 8

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> D-Ala-pB2-5

<220>

<221> MISC_FEATURE

<222> (..

<223> x equals to D--Ala

<220>

<221> MISC_FEATURE

<222> (9)..(9

<223> x equals to D--Ala

<400> 8

Xaa Met Leu Lys ITe Gln Ala Tyr Xaa
1 5

<210> 9

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> pB2-6

<400> 9

Asp Ser Asp Ser Trp Thr Leu Arg
1 5

<210> 10

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> D-Ala-pB2-6

<220>

<221> MISC_FEATURE
<222> (..

<223> x equals to D-Ala

<220>
<221> MISC_FEATURE
<222> (10)..(10)
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SQL text.txt
<223> x equals to D-Ala

<400> 10

Xaa Asp Ser Asp Ser Trp Thr Leu Arg Xaa
1 5 10

<210> 11

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> pB2-7

<400> 11

Met Gly Arg Thr Ser Phe Asp Ser Asp Ser
1 5 10

<210> 12

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> D-Ala-pB2-7

<220>

<221> MISC_FEATURE
<222> (D..D

<223> x equals to D-Ala

<220>

<221> MISC_FEATURE
<222> (12)..(12)

<223> x equals to D-Ala

<400> 12

Xaa Met Gly Arg Thr Ser Phe Asp Ser Asp Ser Xaa
1 5 10

<210> 13

<211> 110

<212> PRT

<213> Homo sapiens

<400> 13
Pro Leu Lys Ile GIn Ala Tyr Phe Asn Glu Thr Ala Asp Leu Pro Cys
1 5 10 15

GIn Phe Ala Asn Ser Gln Asn GIn Ser Leu Ser Glu Leu val val Phe
20 25 30

Trp Gln Asp Gln Glu Asn Leu val Leu Asn Glu val Tyr Leu Gly Lys
35 40 45

Glu Lys Phe Asp Ser val His Ser Lys Tyr Met Gly Arg Thr Ser Phe
50 55 60
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Asp Ser Asp
65

Lys Gly Leu
Ile Arg Ile
<210> 14

<211> 110
<212> PRT
<213> Homo
<400> 14

Phe Cys Ser
1
Thr Leu Ser

Arg Ile Tyr
35

Gly Asp Met
50

ITe Thr Asn
65

Ser

Tyr

His
100

Trp

Gln
85

Gln

sapiens

Gly

cys

20

Trp

Asn

Asn

Tyr

His
100

val
5

Gly
Gln
Ile
Leu
Glu

85

Leu

Thr
70

Cys

Met

Ile

His

Lys

Trp

ser

70

Cys

Ala

Leu

Ile

Asn

His

Asn

Glu

Pro

55

Ile

val

Glu

<213> Artificial Sequence

Glu Gly Thr
Lys Arg Glu
<210> 15
<211> 12
<212> PRT
<220>

<223> pl2A
<400> 15

Tyr Asn Lys Lys Lys Ala Thr val GIn Glu Leu Asp
1 5

<210> 16
<211> 8
<212> PRT

<213> Artificial Sequence

Arg

Ile

Ser

val

val

Lys

Glu

val

val

val

SQL text.txt

Leu His
His His
90

Glu Leu
105

Thr Lys

Ser val

25

Lys Met

Tyr Lys

ITe Leu

Leu Lys

Thr Leu
105

10

Asn
75

Lys

Ser

Glu

Glu

val

Asn

Ala

75

Tyr

ser
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Leu

Lys

val

val

Glu

Leu

Arg

60

Leu

Glu

val

Gln

Pro

Leu

Lys

Leu

Thr

45

Thr

Arg

Lys

Lys

Ile Lys Asp

80

Thr Gly Met
95

Ala
110

Glu val Ala
15

Ala GIn Thr
30

Met Met Ser
Ile Phe Asp

Pro Ser Asp
80

Asp Ala Phe
95

Ala
110
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<220>
<223>

<400>

SQL text.txt

p2TA
16

Ser Pro Met Leu val Ala Tyr Asp

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

17

9

PRT

Artificial Sequence

plTA
17

His val Lys Gly Lys His Leu Cys Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

18

8

PRT

Artificial Sequence

A peptide derived from B7-2 homodimer interface

18

Phe Asn Glu Thr Ala Asp Leu Pro
5

19

10

PRT

Artificial Sequence

PCT/IL2016/050285

A peptide derived from B7-2 homodimer interface, abutted by D-Ala

on both termini

10

<220>

<221> MISC_FEATURE

<222> (..

<223> x equals to D-Ala
<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> x equals to Ala
<400> 19

Xaa Phe Asn Glu Thr Ala Asp Leu Pro Xaa
1 5

<210> 20

<211> 8

<212> PRT

<213> Artificial Sequence
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SQL text.txt

<220>

<223> Peptide derived from B7-2 homodimer interface
<400> 20

Asn Gln Ser Leu Ser Glu Leu val

1 5

<210> 21

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

PCT/IL2016/050285

<223> A Peptide derived from B7-2 homodimer interface, abutted by D-Ala

on both termini

<220>

<221> MISC_FEATURE
<222> (D..(D

<223> x equals to Ala

<220>

<221> MISC_FEATURE
<222> (10)..(10)

<223> x equals to D-Ala

<400> 21

Xaa Ash Gln Ser Leu Ser Glu Leu Vval Xaa
1 5 10
<210> 22

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide derived from B7-2 homodimer interface

<400> 22

Tyr Leu Gly Lys Glu Lys Phe Asp
1 5

<210> 23
<211> 10
<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide derived from B7-2 homodimer interface, abutted by D-Ala

on both termini

<220>

<221> MISC_FEATURE

<222> (..

<223> X- equals to d-Ala

<220>

<221> MISC_FEATURE
<222> (10)..(10)

<223> x equals to D-Ala
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SQL text.txt

<400> 23

Xaa Tyr Leu Gly Lys Glu Lys Phe Asp Xaa
1 5 10
<210> 24

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide derived from B7-2 homodimer interface

<400> 24

Thr Leu Arg Leu His Asn Leu Gln

1 5
<210> 25

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

PCT/IL2016/050285

<223> Peptide derived from B7-2 homodimer interface, abutted by D-Ala

on both termini

<220>

<221> MISC_FEATURE
<222> (..

<223> x equals to D-Ala

<220>

<221> MISC_FEATURE
<222> (10)..(10)
<223> x equals D-Ala

<400> 25

Xaa Thr Leu Arg Leu His Asn Leu Gln Xaa
1 5 10
<210> 26

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide derived from B7-2 homodimer interface

<400> 26

Tyr Met Gly Arg Thr Ser Phe Asp Ser Asp
1 5 10

<210> 27
<211> 12
<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide derived from B7-2 homodimer 1interface, abutted by D-Ala
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

o SQL text.txt
on both termini

MISC_FEATURE
..

x equals D-Ala

MISC_FEATURE

(12)..(12)
X equals D-Ala
27

Xaa Tyr Met Gly Arg Thr Ser Phe Asp Ser Asp Xaa
5 10

28

8

PRT

Artificial Sequence

Peptide derived from the homodimer interface of B7-1

28

val Lys Glu val Ala Thr Leu Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>

5

29

10

PRT

Artificial Sequence

Peptide derived from B7-1 homodimer interface, abutted by D-Ala
on both termini

MISC_FEATURE
..

x equals D-Ala

MISC_FEATURE

(10)..(10)

X equals D-Ala

29
Xaa val Lys Glu val Ala Thr Leu Ser Xaa
1 5 10

30

8

PRT

Artificial Sequence

<213>

<220>
<223>

<400>

Peptide derived from B7-1 homodimer interface

30
Page 9
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SQL text.txt

val Glu Glu Leu Ala GIn Thr Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

31
10
PRT
Artificial Sequence

Peptide derived from B7-1 homodimer interface, abutted by D-Ala

on both termini

<220>

<221> MISC_FEATURE

<222> (..

<223> x equals D-Ala

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> x equals D-Ala

<400> 31

Xaa val Glu Glu Leu Ala GIn Thr Arg Xaa
1 5 10
<210> 32

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide derived from B7-1 homodimer interface

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

32

Met Ser Gly Asp Met Asn Ile Trp
5

33

10

PRT

Artificial Sequence

Peptide derived from B7-1 homodimer interface, abutted by D-Ala

on both termini

MISC_FEATURE
..

x equals D-Ala

MISC_FEATURE

(10)..(10)
X equals D-Ala
33

Xaa Met Ser Gly Asp Met Asn Ile Trp Xaa
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

SQL text.txt
5 10

34

8

PRT

Artificial Sequence

Peptide derived from B7-1 homodimer interface

34

Ser Ile val Ile Leu Ala Leu Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

35

10

PRT

Artificial Sequence

Peptide derived from B7-1 homodimer interface, abutted by D-Ala

on both termini

<220>

<221> MISC_FEATURE

<222> (D..D

<223> x equals D-Ala

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> x equals D-Ala

<400> 35

Xaa Ser Ile val Ile Leu Ala Leu Arg Xaa
1 5 10
<210> 36

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide derived from B7-1 homodimer interface

<400>

36

Tyr Lys Asn Arg Thr Ile Phe Asp Ile Thr
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>

5 10
37
12
PRT
Artificial Sequence

Peptide derived from B7-1 homodimer interface, abutted by D-Ala

on both termini
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

SQL text.txt
MISC_FEATURE
1.1

x equals D-Ala

MISC_FEATURE
(12)..(12)
X equals D-Ala

37

Xaa Tyr Lys Asn Arg Thr Ile Phe Asp Ile Thr Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

38

8

PRT

Artificial Sequence

pBl-4, derived from B7-1 homodimer interface

38

Met Asnh ITle Trp Pro Glu Tyr Lys
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys Asn Arg Thr ITe Phe Asp Ile Thr Asn
1 5

39

10

PRT

Artificial Sequence

PCT/IL2016/050285

pBl-4, derived from B7-1 homodimer interface, abutted by D-Ala on

both termini

MISC_FEATURE
..

x equals D-Ala

MISC_FEATURE

(10)..(10)
X equals D-Ala
39

Xaa Met Asn Ile Trp Pro Glu Tyr Lys Xaa
5 10

40

10

PRT

Artificial Sequence

pB1l-7, derived from B7-1 homodimer interface

40

10
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<210>
<211>
<212>
<213>

<220>
<223>

SQL text.txt

41

12

PRT

Artificial Sequence

PCT/IL2016/050285

pB1l-7, derived from B7-1 homodimer interface, abutted by D-Ala on

both termini

<220>

<221> MISC_FEATURE

<222> (..

<223> x equals D-Ala

<220>

<221> MISC_FEATURE

<222> (12)..(12)

<223> x equals D-Ala

<400> 41

Xaa Lys Asn Arg Thr Ile Phe Asp Ile Thr Asn Xaa
1 5 10

<210> 42

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> pBl1l-6, derived from B7-1 homodimer interface
<400> 42

Asp Ile Thr Asn Asn Leu Ser Ile val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

43

11

PRT

Artificial Sequence

pB1l-6, derived from B7-1 homodimer interface, abutted by D-Ala on

both termini

MISC_FEATURE
..

X equals D-ALa

MISC_FEATURE

(1D ..(n

x equals D-Ale

43
Xaa Asp Ile Thr Asn Asn Leu Ser Ile val Xaa
1 5 10

44

<210>
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<211>
<212>
<213>

<220>
<223>

<400>

30
PRT_ L
Artificial Sequence

Peptide derived from

44

Leu Gly Lys Glu Lys Phe Asp
1 5

Thr Ser Phe Asp Ser Asp Ser
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

45

32

PRT

Artificial Sequence

Peptide derived from
on both termini

MISC_FEATURE
1)..M

x equals D-Ala

MISC_FEATURE

(32)..(32)
x equals D-Ale
45

Xaa Leu Gly Lys Glu Lys Phe
1 5

Arg Thr Ser Phe Asp Ser Asp
20

<210>
<211>
<212>
<213>

<220>
<223>

<400>

46

28

PRT

Artificial Sequence

Peptide derived from

46

Ser Gly Asp Met Asn Ile Trp
1 5

Asp Ile Thr Asn Asn Leu Ser
2

<210>
<211>
<212>

47
30
PRT

SQL text.txt

B7-2 homodimer interface

Ser val His Ser Lys Tyr Met Gly Arg
10 15

Trp Thr Leu Arg Leu His Asn
25

B7-2 homodimer interface, abutted by D-Ala

Asp Ser val His Ser Lys Tyr Met Gly
10 15

Ser Trp Thr Leu Arg Leu His Asn Xaa
25

B7-1 homodimer interface

Pro Glu Tyr Lys Asn Arg Thr Ile Phe
10

ITe val Ile Leu Ala
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PCT/IL2016/050285

o SQL text.txt
<213> Artificial Sequence

<220>
<223> Peptide derived from B7-1 homodimer interface, abutted by D-Ala
on both termini

<220>

<221> MISC_FEATURE
<222> (..

<223> x equals D-Ala

<220>

<221> MISC_FEATURE
<222> (30)..(30)
<223> x equals D-Ala
<400> 47

Xaa Ser Gly Asp Met Asn Ile Trp Pro Glu Tyr Lys Asn Arg Thr Ile
1 5 10

Phe Asp ITle Thr Asn Asn Leu Ser Ile val Ile Leu Ala Xaa

20 25 30
<210> 48
<211> 8
<212> PRT
<213> Artificial Sequence
<220>
<223> Peptide derived from B7-1 homodimer interface pB1-8
<400> 48

Tyr Lys Asn Arg Thr Ile Phe Asp
1 5

<210> 49
<211> 10
<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide derived from B7-1 homodimer interface, abutted by D-Ala
on both termini

D-Ala-pB1-8

<220>

<221> MISC_FEATURE
<222> (D..D

<223> x equals D-Ala

<220>

<221> MISC_FEATURE
<222> (10)..(10)
<223> x equals D-Ala

<400> 49

Xaa Tyr Lys Asn Arg Thr Ile Phe Asp Xaa
1 5 10
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<210>
<211>
<212>
<213>

<220>
<223>
<400>

Met Leu
1

Gln Phe
Trp Gln
Glu Lys

Asp Ser
65

Lys Gly
Ile Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>
gacgtcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>
cacgcgg

<210>
<211>
<212>
<213>

SQL text.txt

50

110

PRT

Artificial Sequence

variant of SEQ ID NO. 13, in
(underlined)

50

Lys Ile GIn Ala Tyr Phe Asn
5

Ala Asn Ser GIn Asn Gln Ser
20 25

Asp GIn Glu Asn Leu val Leu
35 40

Phe Asp Ser val His Ser Lys
55

Asp Ser Trp Thr Leu Arg Leu
70

Leu Tyr GIn Cys ITe Ile His
85

Ile His Gln Met Asn Ser Glu
100 105

51

27

DNA

Artificial Sequence

Primer for B7-2 cloning

51
acg gaaggcttgc acagggt

52

32

DNA

Artificial Sequence

Primer for B7-2 cloning

52
ccg cccaggtcat gagccattaa gc

53

27

DNA

Artificial Sequence

PCT/IL2016/050285

which N-terminal P is replaced by M

Glu Thr Ala
10

Leu Ser Glu

Asn Glu val

Tyr Met Gly
60

His Asn Leu
75

His Lys Lys
90

Leu Ser val

Page 16

Asp

Leu

Tyr

45

Arg

Gln

Pro

Leu

Leu

val

30

Leu

Thr

Ile

Thr

Ala
110

Pro

15

val

Gly

Ser

Lys

Gly
95

Cys

Phe

Lys

Phe

Asp

80

Met

27

32



<220>
<223>

<400>

SQL text.txt

Primer for preparing B7-2-GFP fusion construct

53

tactcgagat gggactgagt aacattc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

54

30

DNA

Artificial Sequence

Primer for preparing B7-2-GFP fusion construct

54

gtccgcggtg aagcatgtac acttttgtcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

55

17

DNA

Artificial Sequence

Primer for preparing B7-2C/Cherry vector

55

gtctctcgtc cttccgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

56

18

DNA

Artificial Sequence

Primer for preparing B7-2C/Cherry vector

56

ctaacttcag tcaacctg
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27

30

17

18



