<110>

<120>

<130>

<150>
<151>

<160>
<170>

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

30-11-2017 ATL-B-0006-PCT1 (1)_ST25
SEQUENCE LISTING

0GD2 PHARMA

Université de Nantes

Centre National de 1a Recherche Scientifique (CNRS)
Institut national de la santé et de la recherche médicale
(INSERM)

Institut de Cancérologie de 1'Ouest (ICO)

USE OF ANTIBODY AGAINST O~ACETYLATED GD2 GANGLIOSIDE TO IMPROVE
THE THERAPEUTIC POTENTIAL OF DRUGS

ATL-B-0006-PCT1

EP16002576.3
2016-12-05

51
PatentIn version 3.5

1

112

PRT

Artificial Sequence

0GD201 Consensus sequence for third humanized VL sequence

MISC_FEATURE
..
X=D or E

MISC_FEATURE
(2)..(2)
X=V or I

MISC_FEATURE
(9)..(9)
X=L or A

MISC_FEATURE
(10)..(10)
X=S or T

MISC_FEATURE
(12)..(12)
X=P or S

MISC_FEATURE
(13)..(03)
X=V or L or A

MISC_FEATURE
(14)..(14%8
X=S or T

MISC_FEATURE
(15)..(15

Pge p



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

X=L or P or Vv

MISC_FEATURE
az»..@a»
X=D or Q or E

MISC_FEATURE
(18)..(18)
X=Q or P or R

MISC_FEATURE
(19)..(a9
X=A or V

MISC_FEATURE
(20)..(20)
X=S or T

MISC_FEATURE
QD..Q2D
X=I or L

MISC_FEATURE
(22)..Q22)
X=S or T

MISC_FEATURE

(25)..Q@25)
X=S or A

MISC_FEATURE
29)..(29
X=L or V

MISC_FEATURE
(30)..C30)
X=L or V

MISC_FEATURE
(32)..(32)
X=N or S

MISC_FEATURE

(33)..0333®
X=N or Q

MISC_FEATURE
B4..038
X=G or A or S

MISC_FEATURE

(35)..(35)
X=N or Y or S

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
<221> MISC_FEATURE
<222> (36)..(36)
<223> X=T or N or S

<220>

<221> MISC_FEATURE
<222> (37)..Q@37)
<223> X=F or Yy

<220>

<221> MISC_FEATURE

<222> (39)..(39)

<223> X= Hor Nor S or AoryYorag

<220>

<221> MISC_FEATURE
<222> (41)..(41)
<223> X=Y or F

<220>

<221> MISC_FEATURE
<222> (42)..(42)
<223> X=L or Q

<220>

<221> MISC_FEATURE
<222> (44)..(44)
<223> X=K or R

<220>

<221> MISC_FEATURE
<222> (47)..(47)
<223> X=Q or K

<220>

<221> MISC_FEATURE
<222> (48)..(48)
<223> X=S or A or Vv

<220>

<221> MISC_FEATURE
<222> (50)..(50)
<223> X=K or Q or R

<220>

<221> MISC_FEATURE
<222> (51)..(51)
<223> X=L or R or Vv

<220>

<221> MISC_FEATURE
<222> (55)..(55)
<223> X=K or G or L

<220>

<221> MISC_FEATURE
<222> (56)..(56)
<223> X=V or A or G

<220>

<221> MISC_FEATURE
<222> (58)..(58)
<223> X=Nor T

<220>

<221> MISC_FEATURE
<222> (60)..(60)
<223> X=L or D or A

Pge p



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

MISC_FEATURE
(61)..(61)
X=S or T

MISC_FEATURE
(63)..(63)
X=V or I

MISC_FEATURE
(65)..(65)
X=D or A or S

MISC_FEATURE
(75)..(75)
X=Y or D

MISC_FEATURE
(79)..(79)
X=K or T

MISC_FEATURE
(81)..(81)
X=S or N

MISC_FEATURE
(82)..(82)
X=R or S

MISC_FEATURE
(83)..(83)
X=V or L

MISC_FEATURE
(84)..(84)
X=E or Q

MISC_FEATURE
(85)..(85)
X=A or P

MISC_FEATURE
(88)..(88)
X=L or V or F

MISC_FEATURE
(89)..(89)
X=G or A

MISC_FEATURE
(90)..(90)
X=V or T

MISC_FEATURE

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Pge p



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Xaa val Met Thr
1

Xaa

Xaa

Pro

Xaa

65

Xaa

Xaa

Xaa

Xaa

Xaa

50

Arg

Xaa

Xaa

(92)..(92)
X=Y or F

MISC_FEATURE
(94)..094)
X=S or M or Q

MISC_FEATURE
(96)..(96)
X=S or A

MISC_FEATURE
97)..097)
X=T or Yy

MISC_FEATURE
(98)..(98)
X=H or Q or

MISC_FEATURE
(99)..099
X=I or T

MISC_FEATURE
(100)..(100)
X= P or s

MISC_FEATURE
(105)..(105)
X=G or Q

1

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

N

Gln

Xaa Xaa Xaa Xaa

20

Xaa Xaa Xaa
35

Leu

Xaa Leu Ile Tyr

Phe Ser Gly

Xaa Xaa Xaa
85

ser
70

Glu

Xaa Xaa Tyr Thr

100

Ser

Cys

Xaa

Xaa

55

Gly

Asp

Phe

Pro

Arg

Trp

40

Xaa

Ser

Xaa

Gly

Xaa

Xaa

25

Xaa

Ser

Gly

Xaa

Xaa
105

Xaa Leu
10

Ser Gln

Xaa Gln

Xaa Arg

Thr Xaa

75

Xaa Tyr
90

Gly Thr

Pge p

Xaa

Ser

Xaa

Xaa

60

Phe

Xaa

Lys

Xaa

Xaa

Pro

45

Xaa

Thr

Ccys

val

Xaa

Xaa

30

Gly

Gly

Leu

Xaa

Glu
110

Xaa

15

Lys

Xaa

Xaa

Xaa

GIn

95

Ile

Gly

Xaa

Xaa

Pro

Ile

80

Xaa

Lys



30-11-2017 ATL-B-0006-PCT1 (1)_sT25

<210> 2

<211> 119

<212> PRT

<213> Artificial Sequence
<220>

<223> 0GD201 cConsensus sequence for third humanized VH sequence

<220>

<221> MISC_FEATURE
<222> (D..QD
<223> X=E or Q

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> X=V or L

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> X=Q or K

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> X= G or R

<220>

<221> MISC_FEATURE
<222> (23)..(023)
<223> X= A or T

<220>

<221> MISC_FEATURE
<222> 24)..024)
<223> X= T or A

<220>

<221> MISC_FEATURE
<222> (26)..(026)
<223> X= E or G

<220>

<221> MISC_FEATURE
<222> (30)..030)
<223> X=Tor SoraG

<220>

<221> MISC_FEATURE
<222> (32)..(032)
<223> X= Y or H

<220>

<221> MISC_FEATURE

<222> (35)..(35)

<223> X= T or S or Hor N

<220>

<221> MISC_FEATURE
<222> (37)..(37)
<223> X=Vor I

<220>

<221> MISC_FEATURE
<222> (48)..(48)
<223> X= L or v

Pge p



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

MISC_FEATURE
(49)..(49
X= G or S

MISC_FEATURE
(50)..(50)
X= F ory

MISC_FEATURE
GD.. (51D
X=IorT

MISC_FEATURE
(54)..(54)
X= R or K or

MISC_FEATURE

(55)..(55)
X= A or S

MISC_FEATURE
(57)..(57
X= G or A or

MISC_FEATURE
(58)..(58)
X=Y or G

MISC_FEATURE
(59..(59
X=T or I

MISC_FEATURE
(60)..(60)
X=Tor I

MISC_FEATURE
(61)..(61)
X=E ory

MISC_FEATURE
(63)..(63)
X= N or A

MISC_FEATURE
(64)..(64)
X= P or A or

MISC_FEATURE
(76)..(76)
X= N or G

MISC_FEATURE

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
<222> (77)..(77)
<223> X= S or A

<220>

<221> MISC_FEATURE
<222> (79)..(79)
<223> X= S or N

<220>

<221> MISC_FEATURE
<222> (80)..(80)
<223> X=I or SorT

<220>

<221> MISC_FEATURE
<222> (81)..(81)
<223> X=L or T or A

<220>

<221> MISC_FEATURE
<222> (89)..(89)
<223> X= R or K or Q

<220>

<221> MISC_FEATURE
<222> (90)..(90)
<223> X= T or A

<220>

<221> MISC_FEATURE
<222> (95)..(95)
<223> X=Vor IorlL

<220>

<221> MISC_FEATURE
<222> (99)..(99)
<223> X= T or A

<220>

<221> MISC_FEATURE
<222> (104)..(104)
<223> X=Wory

<220>

<221> MISC_FEATURE
<222> (105)..(105)
<223> X= A ory

<220>

<221> MISC_FEATURE
<222> (114)..(1148)
<223> X= T or L
<220>

<221> MISC_FEATURE
<222> (115)..(115)
<223> X= L or Vv
<400> 2

Xaa val GIn Leu Xaa Glu Ser Gly Gly Gly Leu val Xaa Pro Gly Xaa
1 5 10 15

Ser Leu Arg Leu Ser Cys Xaa Xaa ger Xaa Phe Thr Phe §8a Asp Xaa
20 5

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
Tyr Met Xaa Trp Xaa Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Xaa
35 40 45

Xaa Xaa Xaa Arg Asn Xaa Xaa Asn Xaa Xaa Xaa Xaa Xaa Tyr Xaa Xaa
50 55 60

Ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Xaa Xaa Lys Xaa Xaa
65 70 75 80

Xaa Tyr Leu GIn Met Asn Ser Leu Xaa Xaa Glu Asp Thr Ala Xaa Tyr
85 0

Tyr Cys Xaa Arg val Ser Asn Xaa Xaa Phe Asp Tyr Trp Gly Gln Gly
05 110

Thr Xaa Xaa Thr val Ser Ser

115
<210> 3
<211> 112
<212> PRT
<213> Artificial Sequence

<220>
<223> 0GD201 Consensus sequence for second humanized VL sequence

<220>

<221> MISC_FEATURE
<222> (1D..(D
<223> X=D or E

<220>

<221> MISC_FEATURE
<222> (9)..(9)
<223> X=L or A

<220>

<221> MISC_FEATURE
<222> (10)..Q10)
<223> X=S or T

<220>

<221> MISC_FEATURE
<222> (12)..(12)
<223> X=P or S

<220>

<221> MISC_FEATURE
<222> (13)..(13
<223> X=V or L or A

<220>

<221> MISC_FEATURE
<222> ((14)..(14)
<223> X=S or T

<220>

<221> MISC_FEATURE
<222> (15)..(15)
<223> X=L or P or Vv

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
<220>
<221> MISC_FEATURE
<222> (@17)..(17)
<223> X=D or Q or E

<220>

<221> MISC_FEATURE
<222> (18)..(18)
<223> X=Q or P or R

<220>

<221> MISC_FEATURE
<222> (19)..(19)
<223> X=A or Vv

<220>

<221> MISC_FEATURE
<222> (20)..(020)
<223> X=S or T

<220>

<221> MISC_FEATURE
<222> (21)..(Q2L)
<223> X=I or L

<220>

<221> MISC_FEATURE
<222> (22)..QR22)
<223> X=S or T

<220>

<221> MISC_FEATURE
<222> (30)..030)
<223> X=L or Vv

<220>

<221> MISC_FEATURE
<222> (33)..(33)
<223> X=N or Q

<220>

<221> MISC_FEATURE
<222> (34)..(34)
<223> X=G or A

<220>

<221> MISC_FEATURE
<222> (37)..37D
<223> X=F or Y

<220>

<221> MISC_FEATURE
<222> (41)..(4L)
<223> X=Y or F

<220>

<221> MISC_FEATURE
<222> (42)..(42)
<223> X=L or Q

<220>

<221> MISC_FEATURE
<222> (44)..(44)
<223> X=K or R

<220>
<221> MISC_FEATURE
<222> (47)..(47)

Pge p



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

X=Q or K

MISC_FEATURE
(48)..(48)
X=S or A

MISC_FEATURE
(50)..(50)
X=K or Q or R

MISC_FEATURE
GL..(5D
X=L or R or Vv

MISC_FEATURE
(61)..(61)
X=S or T

MISC_FEATURE
(63)..(63)
X=V or 1

MISC_FEATURE
(65)..(65)
X=D or A or S

MISC_FEATURE

(75)..(75)
X=Y or D

MISC_FEATURE
79D..(79
X=K or T

MISC_FEATURE
(81D)..(8D
X=S or N

MISC_FEATURE
(82)..(82)
X=R or S

MISC_FEATURE
(83)..(83)
=V or L

MISC_FEATURE
(84)..(84)
X=E or Q

MISC_FEATURE
(85)..(85)
X=A or P

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Pge p



<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(88)..(88)
X=L or V or F

MISC_FEATURE
(89)..(89)

X=G or A

MISC_FEATURE
(90)..(90)

X=V or T

MISC_FEATURE
(92)..(92)

X=Y or F

MISC_FEATURE
(105)..(105)

X=G or Q

3

Xaa val val Met
1

Xaa

Xaa

Pro

Xaa

65

Xaa

Thr

Xaa

Xaa

Xaa

50

Arg

Xaa

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Xaa Xaa
20

Asn Thr
35

Xaa Leu

Phe Ser

Xaa Xaa

Ile Pro
100

4
112
PRT

Thr

Xaa

Xaa

Ile

Gly

Xaa

85

Tyr

30-11-2017 ATL-B-0006-PCT1l (1)_sT25

Gln

Xaa

Leu

Tyr

Ser

70

Thr

Ser

cys

His

Lys

Gly

Asp

Phe

Artificial Sequence

0GD201 vL15

4

Pro

Arg

Trp

40

val

Ser

Xaa

Gly

Xaa

ser

25

Xaa

Ser

Gly

Xaa

Xaa
105

Xaa

10

Ser

Xaa

Asn

Thr

Xaa
90

Leu

Gin

Gln

Arg

Xaa

75

Tyr

y Thr

Xaa

ser

Xaa

Leu

60

Phe

Xaa

Lys

Xaa

Leu

Pro

45

Xaa

Thr

Cys

val

Xaa

Xaa

30

Gly

Gly

Leu

Ser

Glu
110

Xaa

15

Lys

Xaa

Xaa

Xaa

Gln

95

Ile

Gly

Asn

Xaa

Pro

Ile

80

Ser

Lys

Asp val val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr igu Gly
1 5

10

Pge p



GIn Pro Ala Ser Ile
20

GIln Ala Asn Thr Tyr
35

Pro Arg Leu Leu Ile
50

Asp Arg Phe Ser Gly

65
Ser Arg val Glu Ala
85

Thr His Ile Pro Tyr
100

<210> 5§

<211> 112

<212> PRT

30-11-2017 ATL-B-0006-PCT1 (1)_ST25
Ser Cys Arg ger Ser Gln Ser Leu val Lys
5

Leu

Tyr

Ser

70

Glu

Thr

His

Asp

Phe

<213> Artificial Sequence

<220>
<223> 0GD201 VL16

<400> 5

Glu val val Met Thr
1 5

Gln Pro Ala Thr Leu
20

GIn Ala Asn Thr Tyr
35

Pro Arg Leu Leu Ile
50

Ala Arg Phe Sser Gly

65
Ser Ser Leu Gln Pro
85

Thr His Ile Pro Tyr
100

<210> 6

<211> 112

<212> PRT

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Ser

Cys

His

Asp

Phe

<213> Artificial Sequence

<220>

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Phe

Ser

Gly

Gly

Ala

Ser

25

Phe

Ser

Gly

Ala

Gly

Gln Gln

Asn Arg

Thr Asp
75

val Tyr
90

Gly Thr

Thr Leu
10

Ser Gln

Gln Gln

Asn Arg

Thr Asp

75

val Tyr
90

Gly Thr

Pge p

Arg

Leu

60

Phe

Tyr

Lys

ser

Ser

Arg

Leu

60

Phe

Tyr

Lys

Pro

45

Ser

Thr

Cys

val

Leu

Leu

Pro

45

Thr

Thr

cys

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Gln

val

Lys

GIn

95

Ile

Pro

15

Lys

Gln

Ile

Thr

Gln

95

Ile

Asn

Ser

Pro

Ile

80

Ser

Lys

Gly

Asn

Ala

Pro

Ile

80

Ser

Lys



<223>
<400>

Glu val
1

Glu Arg

Gln Ala

Pro Arg
50

Ala Arg
65

Ser Ser

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu val
1

Glu Arg

Gln Ala

Pro Arg
50

Ala Arg
65

Ser Ser

Thr His

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

0GD201 vL17

6

val Met Thr Gln Ser
5

Ala Thr Leu Ser Cys
20

Asn Thr Tyr Leu His
35

Leu Leu ITe Tyr Lys

Phe ser Gly Ser Gly
70

Leu GIn Ala Glu Asp
85

Ile Pro Tyr Thr Phe
100

7

112

PRT

Artificial Sequence
0GD201 vL18

7

val Met Thr Gln Ser

Ala Thr Leu Ser Cys
20

Asn Thr Tyr Leu His
35

Leu Leu Ile Tyr Lys

Phe Sser Gly Ser Gly
70

Leu GIn Pro Glu Asp
85

Ile Pro Tyr Thr Phe
100

Pro

Arg

Trp

40

val

Ser

Phe

Gly

Pro

Arg

Trp

40

val

Ser

Phe

Gly

Ala

Ser

25

Tyr

Ser

Gly

Ala

Ala

Ser

25

Phe

Ser

Gly

Ala

Thr Leu
10

ser Gln

Gln G1n

Asn Arg

Thr Asp
75

val Tyr
90

Gly Thr

Thr Leu
10

ser Gln

Gln Gln

Asn Arg

Thr Asp
75

val Tyr
90

Gly Thr

Pge p

Ser

Ser

Lys

Leu

60

Phe

Tyr

Lys

Ser

Ser

Arg

Leu

60

Phe

Tyr

Lys

Leu

Leu

Pro

45

Thr

Thr

cys

val

Leu

Leu

Pro

45

Thr

Thr

Cys

val

Ser

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Pro

15

Lys

Gln

Ile

Thr

Gln

95

Ile

Pro
15

Lys

Gln

Thr

Gln
95

Ile

Gly

Asn

Ala

Pro

Ile

80

Ser

Lys

Gly

Asn

Ala

Pro

Ile

80

Ser

Lys



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

<210> 8
<211> 119
<212> PRT

<213> Artificial Sequence

<220>
<223> 0GD201 Consensus sequence for second humanized VH sequence

<220>

<221> MISC_FEATURE
<222> (1D..D
<223> X=E or Q

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> X=V or L

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> X=Q or K

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> X= G or R

<220>

<221> MISC_FEATURE
<222> (23)..(Q23)
<223> X=Aor T

<220>

<221> MISC_FEATURE
<222> (24)..Q4)
<223> X= T or A

<220>

<221> MISC_FEATURE
<222> (48)..(48)
<223> X= L or v

<220>

<221> MISC_FEATURE
<222> (49)..(049)
<223> X= G or S

<220>

<221> MISC_FEATURE
<222> (57)..(57)
<223> X= G or A

<220>

<221> MISC_FEATURE
<222> (63)..(63)
<223> X= N or A

<220>

<221> MISC_FEATURE
<222> (64)..(64)
<223> X= P or A

<220>
<221> MISC_FEATURE

Pge p



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<400>
Xaa val
1

Ser Leu

Tyr Met

Xaa Phe
50

Ser val
65

Xaa Tyr

77)..077)
X=S or A

MISC_FEATURE
(79)..(79)
X= S or N

MISC_FEATURE
(80)..(80)
X= I or S or

MISC_FEATURE
(81)..(81)
X=Lor T

MISC_FEATURE
(89)..(89)
X= R or K or

MISC_FEATURE
(90)..(90)
X=T or A

MISC_FEATURE
(95)..(95
X=Vor I

MISC_FEATURE
(114> ..(114
X= T or L

MISC_FEATURE
(115)..(115)
X=L or Vv

8

Gln Leu Xaa

Arg Leu Ser
20

Thr Trp val
35

Ile Arg Asn

Lys Gly Arg

Leu Gln Met
85

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

T

Q

Glu

Ccys

Arg

Arg

Phe

70

Asn

Ser

Xaa

Gln

Ala

55

Thr

Ser

Gly

Xaa

Ala

40

Asn

Ile

Leu

Gly

Ser

25

Pro

Xaa

Ser

Xaa

Gly

10

Glu

Gly

Tyr

Arg

Xaa
90

Leu

Phe

Lys

Thr

Asp

75

Glu

Pge p

val

Thr

Gly

Thr

60

Asn

Asp

Xaa

Phe

Leu

45

Glu

Xaa

Thr

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly
15

Asp
Trp
Xaa

Xaa

Xaa
95

Xaa

TYyr

Xaa

Xaa

Xaa

80

Tyr



Tyr Cys Ala Arg val Ser Asn Trp
100

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

105

Thr Xaa Xaa Thr val Ser Ser

Artificial Sequence

val

5

ser

val

Asn

Arg

Met

85

val

val

Glu

Cys

Arg

Arg

Phe

70

Asn

ser

Ser

Ser Gly Gly Gly
10

Ala Ala Ser Glu
25

Gln Ala Pro Gly
40

Ala Asn Ala Tyr
55

Thr Ile Ser Arg

Ser Leu Lys Thr
90

Asn Trp Ala Phe
105

Ser

Artificial Sequence

115
<210> 9
<211> 119
<212> PRT
<213>
<220>
<223> 0GD201 VH19
<400> 9
Glu val GIn Leu
1
Ser Leu Arg Leu
20
Tyr Met Thr Trp
35
Gly Phe Ile Arg
50
Ser val Lys Gly
65
Leu Tyr Leu GIn
Tyr Cys Ala Arg
100
Thr Leu val Thr
115
<210> 10
<211> 119
<212> PRT
<213>
<220>
<223> 0GD201 VH20
<400> 10

Leu

Phe

Lys

Thr

Asp

75

Glu

Asp

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Ala Phe Asp Tyr Trp G

Gln

Phe

Leu

45

Glu

Ser

Thr

Trp

1

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly
110

Gly

15

Asp

Trp

Ala

Asn

val

95

Gln

1y GIn Gly
10

Gly

Tyr

val

Ala

Ser

80

Tyr

Gly

Glu val Gln Leu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Phe Thr Phe T
20 3

25

Pge p

hr Asp Tyr
0



Tyr

Gly

Ser

65

Leu

Tyr

Thr

Met

Phe

50

val

Tyr

Ccys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Thr
35

Ile

Lys

Leu

Ala

val

115

11
119
PRT

Trp

Arg

Gly

GlIn

val

Asn

Arg

Met

85

val

val

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Leu
40 45

Arg

Phe

70

Asn

Ser

Ser

Ala

55

Thr

Ser

Asn

Ser

Artificial Sequence

0GD201 VH21

11

Glu val Gln Leu
1

ser

Tyr

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

Cys

Leu

<210>

Arg

Thr

35

Ile

Lys

Leu

Ala

val

115

12

Leu

20

Trp

Arg

Gly

Gln

val

Ser

val

Asn

Arg

Met

85

val

val

Glu

Cys

Arg

Arg

Phe

70

Asn

Ser

ser

Ser

Thr

Gln

Ala

55

Thr

Ser

Asn

ser

Asn

Ile

Leu

Trp

Gly

Ala

Ala

40

Asn

Ile

Leu

Trp

Ala

Ser

Lys

Ala
105

Gly

Ser

Pro

Ala

Ser

Lys

Ala
105

Tyr Thr

Arg Asp
75

Thr Glu
90

Phe Asp

Gly Leu
10

Glu Phe

Gly Lys

Tyr Thr

Arg Asp

75

Thr Glu
90

Phe Asp

Pge p

Thr
60
Asn

Asp

Tyr

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Glu

Ser

Thr

Trp

Gln

Phe

Leu

45

Glu

Ser

Thr

Trp

Tyr
Lys
Ala

Gly
1

Pro
Thr
30

Glu
Tyr
Lys

Ala

Gly

Ala

Asn

val

95

Gln

Gly

15

Asp

Trp

Ala

Ser

val

95

Gln

Ala
Ser
80

Tyr

Gly

Arg

Tyr

Leu

Ala

Ile

80

Tyr

Gly



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

<211> 112

<212> PRT

<213> Artificial Sequence
<220>

<223> 0GD201 Consensus sequence for first humanized VL sequence

<220>

<221> MISC_FEATURE
<222> (D..D
<223> X =D or E

<220>

<221> MISC_FEATURE
<222> (3)..(3)
<223> X =V or Q

<220>

<221> MISC_FEATURE
<222> (9)..(9)
<223> X =1L or A

<220>

<221> MISC_FEATURE
<222> (10)..(10)
<223> X =S or T

<220>

<221> MISC_FEATURE
<222> (12)..(Q12)
<223> X =P or S

<220>

<221> MISC_FEATURE
<222> (13)..(@13)
<223> X =V or L or A

<220>

<221> MISC_FEATURE
<222> (14)..(14)
<223> X =Sor T

<220>

<221> MISC_FEATURE
<222> (15)..(Q15)
<223> X =L or Por v

<220>

<221> MISC_FEATURE
<222> (7)..Q17
<223> X =D or Q or E

<220>

<221> MISC_FEATURE
<222> (18)..(18)
<223> X =Q or P or R

<220>

<221> MISC_FEATURE
<222> (19)..(19)
<223> X = A or V

<220>

<221> MISC_FEATURE
<222> (20)..020
<223> X =S or T

Pge p



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

MISC_FEATURE
2D..Q2D
X=IorylL

MISC_FEATURE
(22)..Q22)
X=SorT

MISC_FEATURE
(42)..(42)
X =1L or Q

MISC_FEATURE
(44)..(44)
X =K or R

MISC_FEATURE
47)..47)
X = Q or K

MISC_FEATURE
(48)..(48)
X =S or A

MISC_FEATURE
(50)..(50)

X =K or Q or R

MISC_FEATURE
(61)..(61)
X=SorT

MISC_FEATURE
(63)..(63)
X=Voril

MISC_FEATURE
(65)..(65)
X =D or A or

MISC_FEATURE
(75)..(75)
X =Y orbpD

MISC_FEATURE
(79)..(79)
X =K or T

MISC_FEATURE
(82)..(82)
X =Rors

MISC_FEATURE
(83)..(83)

30-11-2017 ATL-B-0006-PCT1l (1)_ST25

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

GIn

Xaa

Leu

Tyr

Ser

70

Glu

Thr

<223> X =VorlL

<220>

<221> MISC_FEATURE

<222> (84)..(84)

<223> X = E or Q

<220>

<221> MISC_FEATURE

<222> (85)..(85)

<223> X = A or P

<220>

<221> MISC_FEATURE

<222> (88)..(88)

<223> X =L or Vor F

<220>

<221> MISC_FEATURE

<222> (89)..(89)

<223> X =G or A

<220>

<221> MISC_FEATURE

<222> (90)..(90)

<223> X =VorT

<220>

<221> MISC_FEATURE

<222> (92)..(92)

<223> X =Y or F

<220>

<221> MISC_FEATURE

<222> (105)..(105)

<223> X =G or Q

<400> 12

Xaa val Xaa Met Thr

1 5

Xaa Xaa Xaa Xaa Xaa

20

Asnh Gly Asn Thr Phe
35

Pro Xaa Leu Leu Ile

50

Xaa Arg Phe ser Gly

65

Ser Xaa Xaa Xaa Xaa

85
Thr His Ile Pro Tyr
100
<210> 13

Ser

Cys

His

Lys

Gly

Asp

Phe

Pro

Arg

Trp

40

val

Ser

Xaa

Gly

Xaa

Ser

25

Tyr

Ser

Gly

Xaa

Xaa
105

Xaa Leu
10

ser Gln

Xaa Glin

Asn Arg

Thr Xaa

75

Xaa Tyr
90

Gly Thr

Pge p

Xaa

Ser

Xaa

Leu

60

Phe

Xaa

Lys

Xaa

Leu

Pro

45

Xaa

Thr

Cys

val

Xaa

Leu

30

Gly

Gly

Leu

Ser

Glu
110

Xaa

15

Lys

Xaa

Xaa

Xaa

Gln

95

Ile

Gly

Asn

Xaa

Pro

Ile

80

Ser

Lys



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

<211> 119

<212> PRT

<213> Artificial Sequence
<220>

<223> 0GD201 Consensus sequence for first humanized VH sequence

<220>

<221> MISC_FEATURE
<222> (D..D
<223> X = E or Q

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> X =Q or K

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> X = G or R

<220>

<221> MISC_FEATURE
<222> (23)..(23)
<223> X =Aor T

<220>

<221> MISC_FEATURE
<222> (7)..(77)
<223> X =S or A

<220>

<221> MISC_FEATURE
<222> (79)..(79)
<223> X =S or N

<220>

<221> MISC_FEATURE
<222> (80)..(80)
<223> X =1Ior S

<220>

<221> MISC_FEATURE
<222> (89)..(89)
<223> X = R or K
<220>

<221> MISC_FEATURE
<222> (90)..(90)
<223> X =T or A
<400> 13

Xaa val Gln Leu val Glu Ser Gly Gly Gly Leu val Xaa Pro Gly Xaa
1 5 10 15
Ser Leu Arg Leu Ser Cys Xaa Thr Ser Glu Phe Thr Phe ;hr Asp Tyr
20 0
Tyr Met Thr Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Phe Ile Arg Asn Arg Ala Asn Gly Tyr Thr Thr Glu Tyr Asn Pro
Pge p



ser

65

Leu

Tyr

Thr

<210>
<211>
<212>
<213>

<400>

Asp val val Met Thr
1

Asp

Asn

Pro

Asp

65

Ser

Thr

<210>
<211>
<212>
<213>

<400>

50

val Lys Gly

Tyr Leu Gln

Cys Ala Arg
100

Thr Leu Thr
115

14
112
PRT

14

Gln Ala Ser

20

Gly Asn Thr

35

Leu Leu

Arg Phe Sser

Arg val Glu

Ile Pro

100

His

15
119
PRT

15

Arg

Met

85

val

val

Mus musculus

5

Ile

Phe

Ile

Gly

Ala

85

TYyr

Mus musculus

Glu val Lys Leu val
1 5

Ser Leu Arg Leu Ser
20
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55 60

Phe
70

Asnh
Ser

ser

Glin
Ser
Leu
Tyr
ser
70

Glu

Thr

Glu

Cys

Thr Ile Ser

Ser Leu Xaa

Asn Trp Ala
105

Ser

Thr Pro Leu

Ser
25

Cys Arg

His Trp

40

Tyr

Lys val Ser

Gly ser Gly

Asp Leu Gly

Phe Gly

Sser Gly Gly

Ala Thr Ser

25

Arg Asp Ash Xaa Lys
75

Xaa
90

Phe

Ser
10

Leu

ser Gln

Leu G1n

Asn Arg

Thr Tyr

75

val
90

Tyr

Gly Thr

Gly Leu

10

Glu Phe

Pge p

Pro

ser

Lys

Leu

60

Phe

Phe

Lys

val

Thr

Glu Asp Thr Ala

Asp Tyr Trp Gly
110

val

Leu

Ser

45

Ser

Thr

Cys

Leu

Leu

Phe

Xaa

val
95

Gln

Ser Leu

15

Leu
30

Lys
Gly G1n
Gly val
Leu

Lys

Gln
95

Ser

Glu Ile

110

Pro Gly

15

Thr
30

Asp

Xaa
80

Tyr

Gly

Gly

Asn

Ser

Pro

Ile

80

Ser

Lys

Asp

Tyr



Tyr Met

Gly Phe
50

Ser val
65

Leu Tyr

Tyr Cys

Thr Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Phe Thr Phe Thr Asp Tyr Tyr Met Thr
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

val Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala Arg val Ser Asn Trp Ala Phe Asp Tyr

Thr Trp
35

Ile Arg

Lys Gly

Leu GlIn

Ala Arg

Leu Thr

115

16
10
PRT

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

val Arg GIn Pro Pro Arg Lys Ala Leu Glu Trp
40 45

Asn

Arg

Met

85

val

val

Arg

Phe

70

Asn

Ser

Ser

Ala Asn Gly Tyr Thr Thr Glu Tyr Asn

55

60

Thr Ile Ser Arg Asp Asn Ser Gln Ser
75

Thr Leu Arg Tgr Glu Asp Ser Ala Thr
9

Asn Trp Ala Phe Asp Tyr Trp G

ser

Artificial Sequence

CDR1_VH
16

17
19
PRT

Artificial Sequence

CDR2_VH
17

Gly

18
10
PRT

Artificial Sequence

CDR3_VH
18

105

1

95

ly Gln
10

Leu

Pro

Ile

80

Tyr

Gly

Phe I7e Arg Asn Arg Ala Asn Gly Tyr Thr Thr Glu Tyr Asn Pro Ser
5 10 15



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
10

1 5

<210> 19

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> CDRL1_VL

<400> 19

Arg Ser Ser Gln Ser Leu Leu Lys Asnh Asn Gly Asn Thr Phe Leu His
1 5 10

<210> 20

<211> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> CDR2_VL

<400> 20

Iyr Lys val Ser Asn Arg Leu
5

<210> 21

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> CDR3_VL

<400> 21

Ser GIn Ser Thr His Ile Pro Tyr Thr
1 5

<210> 22

<211> S

<212> PRT

<213> Artificial Sequence
<220>

<223> scFv linker

<400> 22

Gly ser Gly Gly Ser

1 5

<210> 23

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> scFv linker

<400> 23

Pge p



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
g1y Gly Gly Ser

<210> 24

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> scFv linker

<400> 24
Gly Gly Gly Gly Ser
1 5

<210> 25

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> ((G4s)3 Tinker

<400> 25
Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 26

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> D19 Tinker

<400> 26

Gly Ser Thr ser Gly ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr
1 5 10 15
Lys Gly

<210> 27

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> 18mer

<400> 27

Gly Gly Ser ser Arg Ser Ser Ser Ser Gly Gly Gly Gly Ser Gly Gly
1 5 10 15

Gly Gly

Pge p
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<210> 28
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> (G4s)4 Tlinker

<400> 28
Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser
20

<210> 29

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Tlinker

<400> 29
Lys Glu Ser Gly Ser val Ser Ser Glu Gln Leu Ala Gln Phe Arg Ser
1 5 15

Leu Asp

<210> 30

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Tlinker

<400> 30

Glu Gly Lys Ser Ser Gly Ser Gly Ser Glu Ser Lys Ser Thr
1 5 10

<210> 31
<211> 12
<212> PRT

<213> Artificial sequence

<220>
<223> Tlinker

<400> 31
Gly ser Ala Gly Ser Ala Ala Gly Ser Gly Glu Phe
1 5 10

<210> 32
<211> 8
<212> PRT

Pge p



<213>

<220>
<223>

<400>

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Artificial Sequence

Tinker

32

g1y Gly Gly Gly §1y Gly Gly Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

6

PRT

Artificial Sequence

Tinker

33

§1y Gly Gly Gly Gly Gly
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34
112
PRT
Artificial Sequence

0GD201 vL1
34

ﬁsp val val Met Thr GIn Ser Pro
5

Gln

Asn

Pro

Asp

65

Ser

Thr

Pro

Gly

Arg

50

Arg

Arg

His

<210>
<211>
<212>
<213>

Ala ger Ile ser Cys Arg
0

Asn Thr Phe Leu His Trp
35 40

Leu Leu Ile Tyr Lys val

Phe Ser Gly Ser Gly Ser
70

val Glu Ala Glu Asp val
85

Ile Pro Tyr Thr Phe Gly
100

35

112

PRT

Artificial Sequence

Leu

ser

25

Tyr

ser

Gly

Gly

Ser Leu
10

ser Gln

Gln GIn

Ash Arg

Thr Asp

75

val Tyr
90

Gly Thr

Pge p

Pro

Ser

Arg

Leu

60

Phe

Phe

Lys

val

Leu

Pro

45

Ser

Thr

Ccys

val

Thr

Leu

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

Lys

Gln

val

Lys

Gln

95

Ile

Gly

Asn

Ser

Pro

Ile

80

Ser

Lys



<220>
<223>

<400>

0GD201 VL2

35

30-11-2017 ATL-B-0006-PCT1 (1)_sST25

Glu val val Met Thr Gln
1 5

Glu

Asn

Pro

Ala

65

Ser

Thr

Arg

Gly

Arg

50

Arg

Ser

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Asn

35

Leu

Phe

Leu

Ile

36
112
PRT

Thr

20

Thr

Leu

Ser

Gln

Pro
100

Leu

Phe

Ile

Gly

Pro

85

Tyr

Ser

Leu

Tyr

ser

70

Glu

Thr

Ser

Cys

His

Lys

Gly

Asp

Phe

Artificial Sequence

0GD201 VL3

36

Asp Vval val Met
1

Glu

Asn

Pro

Asp

65

Ser

Thr

Pro

Gly

Gln

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

val

Ile

Ser

20

Thr

Leu

Ser

Glu

Pro

Thr
5

Ile
Phe
Ile
Gly
Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Ser

Ccys

His

Lys

Gly

Asp

Phe

Pro

Arg

Trp

40

val

Ser

Phe

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Ala

Ser

25

Tyr

ser

Gly

Ala

Leu

ser

25

Tyr

Ser

Gly

Gly

GIn

Thr Leu
10

ser Gln

Gln Gln

Asnh Arg

Thr Asp
75

val Tyr
90

Gly Thr

Ser Leu
10

ser Gln

Leu G1n

Asn Arg

Thr Asp
75

val Tyr
90

Gly Thr
Pge p

Ser

Ser

Lys

Leu

60

Phe

Phe

Lys

Pro

Ser

Lys

Leu

60

Phe

Phe

Lys

Leu

Leu

Pro

45

Thr

Thr

cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

Ser

Leu

30

Gly

Gly

Leu

Ser

Glu
110

Thr

Leu

30

Gly

Leu

ser

Glu

Pro

15

Lys

Gln

Ile

Thr

Gln

95

Ile

Pro

15

Lys

Gln

val

Lys

Gln

95

Ile

Gly

Asn

Pro
Ile
80

Ser

Lys

Gly

Asn

Ser

Pro

Ile

80

Ser

Lys



30-11-2017 ATL-B-0006-PCT1 (1)_ST25
105 110

100
<210> 37
<211> 112
<212> PRT
<213> Artificial Sequence
<220>
<223> 0GD201 vL4
<400> 37

Asp val Gln Met Thr
1 5

Asp Arg val Thr Ile
20

Asn Gly Asn Thr Phe
35

Pro Lys Leu Leu Ile

Ser Arg Phe Ser Gly

65
Ser Ser Leu Gln Pro
85

Thr His Ile Pro Tyr
100

<210> 38

<211> 112

<212> PRT

Gln

Thr

Leu

Tyr

Ser

70

Glu

Thr

Ser

Cys

His

Asp

Phe

<213> Artificial Sequence

<220>

<223> 0GD201 VL28BH

<400> 38
Asp val val Met Thr
1 5

Glu Pro Ala Ser Ile
20
Asn Ala Asn Thr Phe

Pro Gln Leu Leu Ile

Asp Arg Phe Ser Gly

Gln

Ser

Leu

Tyr

Ser

Ser

Cys

His

Pro

Arg

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

Ser

Ser

25

Tyr

Ser

Gly

Ala

Gln
105

Leu

Ser

25

Tyr

Ser

Gly

Ser Leu
10

ser Gln

Gln Gln

Asn Arg

Thr Asp

75

Thr Tyr
90

Gly Thr

Ser Leu

10

Ser Gln

Leu Gln

Asn Arg

Thr Asp
Pge p

Ser

Ser

Lys

Leu

60

Phe

Tyr

Lys

Pro

Ser

Lys

Ala

60

Phe

Ala

Leu

Pro

45

ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Ser

Leu

30

Gly

Gly

Leu

Ser

Glu
110

Thr

Leu

30

Gly

Gly

Leu

val

15

Lys

Lys

val

Thr

Gln

95

Ile

Pro

15

Lys

Gln

val

Lys

Gly

Asn

Ala

Pro

Ile

80

Ser

Lys

Gly

Asn

Ser

Pro

Ile



65

30-11-2017 ATL-B—%&?G—PCTl (1)_sT25

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Tyr Cys Ser Gln Ser
85 90 95

Thr His ITe Pro Tyr Thr Phe Gly GIn Gly Thr Lys val Glu Ile Lys
100 105

<210> 39

<211> 112

<212> PRT

<213> Artificial Sequence
<220>

<223> 0GD201 VvL30BH
<400> 39

Asp val val Met Thr Gln Ser Pro
1 5

GIn Pro Ala Ser Ile Ser Cys Arg
20

GIn Gly Asn Thr Phe Leu His Trp
35 40

Pro Arg Leu Leu Ile Tyr Lys val
50 55

Asp Arg Phe ser Gly Ser Gly Ser
65 70

ser Arg val Glu Ala Glu Asp val

85
Thr His Ile Pro Tyr Thr Phe Gly
100
<210> 40
<211> 112
<212> PRT
<213> Artificial Sequence
<220>

<223> 0GD201 vL28Bs01/A2
<400> 40

Asp val val Met Thr Gln Ser Pro
1 5

Glu Pro Ala Ser Ile Ser Cys Arg

Leu Ser Leu
10

Ser Ser Gln
25

Phe Gln Gln

ser Asn Arg

Gly Thr Asp
75

Gly val Tyr
90

Gly Gly Thr

Leu Ser Leu
10

Pro

Ser

Arg

Leu

60

Phe

Tyr

Lys

Pro

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Ser Ser GlIn Ser Leu
2

110

Thr Leu Gly
15

val Lys Asn
30

Gly Gln Sser
Gly val Pro

Leu Lys Ile
80

Ser GIn Ser
95

Glu Ile Lys
110

Thr Pro Gly
15

Leu Lys Ser
30

Asn Ala Asn Thr Phe Leu His Trp Tyr Leu GIn Lys Pro Gly GIn Ser

Pge p



35

30-11-2017 ATL-B-0006-PCT1
4

Pro GIn Leu Leu Ile Tyr Lys
55

Asp Arg Phe Ser Gly Ser Gly
65 70

Ser Arg val Glu Ala Glu Asp
85

Thr His ITe Pro Tyr Thr Phe
100

<210>
<211>
<212>
<213>

<220>
<223>

<400>

41
119
PRT

Artificial Sequence

0GD201 VH1

41

Glu val Gln Leu

1

Ser

Tyr

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

Cys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

Arg Leu
20

Thr Trp
35

Ile Arg

Lys Gly

Leu Gln

Ala Arg

val Thr

115

42
119
PRT

val

5

Ser

val

Asn

Arg

Met

85

val

val

Glu

Cys

Arg

Arg

Phe

70

Asn

Ser

Ser

Ser

Ala

Gln

Ala

55

Thr

Ser

Asn

Ser

Artificial Sequence

0GD201 VH2

40

val Ser

ser Gly

val Gly

Gly Gln
105

Gly Gly

Thr sSer
25

Ala Pro

40

Asn Gly

Ile Ser

Leu Lys

Trp Ala
105

Asn Arg

Thr Asp
75

val Tyr
920

Gly Thr

Gly Leu
10

Glu Phe

Gly Lys

Tyr Thr

Arg Asp

75

Thr Glu
90

Phe Asp

Pge p

Leu
60
Phe

Tyr

Lys

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Ser

Thr

Cys

val

Gln

Phe

Leu

45

Glu

sSer

Thr

Trp

Gly

Leu

Met

Glu
110

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly
110

(1)_sT25
5

val

Lys

Gln

95

Ile

Gly

15

Asp

Trp

Asn

Asn

val

95

Gln

Pro
Ile
80

Ser

Lys

Gly

Tyr

Leu

Pro

Ser

80

Tyr

Gly



<400>

42

Glu val Gln
1

Ser

Tyr

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

Cys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Thr
35

Ile

Lys

Leu

Ala

val

115

43
119
PRT

Leu

Leu

20

Trp

Arg

Gly

Gln

val

Ser

val

Asn

Arg

Met

85

val

val

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Glu

Cys

Arg

Arg

Phe

70

Asn

Ser

Ser

ser

Thr

Gln

Ala

55

Thr

Ser

Asn

Ser

Artificial Sequence

201 VH3-11%01A

43

Gln val G1ln Leu val Glu
1

Ser

Tyr

Gly

Ser

65

Leu

Leu

Met

Phe

50

val

Tyr

Arg

Thr

35

Ile

Lys

Leu

Leu

20

Trp

Arg

Gly

Gln

5

Ser

val

Asn

Arg

Met
85

Cys

Arg

Arg

Phe

70

Asn

Ser

Ala

Gln

Ala

55

Thr

ser

Gly

Thr

Ala

40

Asn

Ile

Leu

Trp

Gly

Thr

Ala

40

Asn

Ile

Leu

Gly

Ser

25

Pro

Gly

Ser

Lys

Ala
105

Gly

Ser

25

Pro

Gly

Ser

Arg

Gly Leu
10

Glu Phe
Gly Lys
Tyr Thr

Arg Asp
75

Thr Glu
90

Phe Asp

Gly Leu
10

Glu Phe
Gly Lys
Tyr Thr

Arg Asp
75

Ala Glu
90

Pge p

val Gln Pro

Thr

Gly

Thr

60

Asn

Asp

Tyr

val

Thr

Gly

Thr

60

Asn

Asp

Phe

Leu

45

Glu

Ser

Thr

Trp

Lys

Phe

Leu

45

Glu

Ala

Thr

Thr

30

Glu

Tyr

Lys

Ala

Gly
110

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly

15

Asp

Trp

Asn

Ser

val

95

Gln

Gly

15

Asp

Trp

Asn

Asn

val
95

Arg

Tyr

Leu

Pro

Ile

80

Tyr

Gly

Gly

Tyr

Leu

Pro

ser

80

Tyr



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Tyr Cys Ala Arg val Ser Asn Trp Ala Phe Asp Tyr Trp Gly GIln Gly
100 105 110

Thr Leu val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu val Gln Leu val
1

Ser

Tyr

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

Cys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

44
119
PRT

Artificial Sequence

0GD201 VH 72BCDR

44

Arg

Thr
35

Ile

Lys

Leu

Ala

val

115

45
119
PRT

Leu

20

Trp

Arg

Gly

Gln

5

Ser

val

Asn

Arg

Met

85

val

val

Glu

Cys

Arg

Arg

Phe

70

Asn

Ser

Ser

Ser

Ala

Gln

Ala

55

Thr

Ser

Asn

ser

Artificial Sequence

0GD201 72BH

45

Gly

Ala

Ala

40

Asn

Ile

Leu

Trp

Gly

Ser

Pro

Gly

Ser

Lys

Ala
105

Gly

10

Glu

Gly

Tyr

Arg

Thr
90

Leu

Phe

Lys

Thr

Asp

75

Glu

Asp

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Gln

Phe

Leu

45

Glu

Ser

Thr

Trp

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly
110

Gly

15

Asp

Trp

Asn

Asnh

val
95

Gly

Tyr

Leu

Pro

Ser

80

Tyr

Gly

§1u val GIn Leu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly

5

10

15

Ser Leu Arg Leu Ser Cys Ala Thr Ser Glu Phe Thr Phe Ser Asp Tyr
20 30

25

Pge p



Tyr Met Thr
35

Gly Phe Ile
50

Ser val Lys
65

Leu Tyr Leu

Tyr Cys Ala
Thr Leu val
115
<210> 46
<211> 119
<212> PRT

Trp

Arg

Gly

Gln

100

Thr

val

Asn

Arg

Met

85

val

val

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp
0 45

4

Lys Ala Asn
55

Phe Thr Ile
70
Asn Ser Leu

Ser Asn Trp

Ser Ser

<213> Artificial Sequence

<220>

<223> 0GD201 VH49BCDR

<400> 46
Glu val Gln
1

Ser Leu Arg

Tyr Met Thr
35

Gly Phe Ile
50

Ser val Lys
65

Leu Tyr Leu
Tyr Cys Ala
Thr Leu val

115

<210> 47

Leu

Leu

20

Trp

Arg

Gly

Gln

val
5
Ser
val
Asn
Arg
Met
85

val

val

Glu Ser Gly

Cys Thr Ala

Arg Gln Ala
40

Arg Ala Asn
55

Phe Thr Ile
70
Asn Ser Leu

Ser Asn Trp

Ser Ser

Gly

Ser

Lys

Ala
105

Gly

Ser

25

Pro

Gly

Ser

Lys

Ala
105

Tyr

Arg

Thr

90

Phe

Gly

10

Glu

Gly

Tyr

Arg

Thr

90

Phe

Thr

Asp

75

Glu

Asp

Leu

Phe

Lys

Thr

Asp

75

Glu

Asp

Pge p

Thr
60
Asn

Asp

Tyr

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Glu

Ser

Thr

Trp

Gln

Phe

Leu

45

Glu

ser

Thr

Trp

Tyr
Lys
Ala

Gly
1

Pro
Thr
30

Glu
Tyr
Lys

Ala

Gly
1

Asn

Asn

val

95

Gln

Gly

15

Asp

Trp

Ala

Ser

val

95

Gln

Leu

Pro

Ser

80

Tyr

Gly

Arg

Tyr

Leu

Ala

Ile

80

TYyr

Gly



<211>
<212>
<213>

<220>
<223>

<400>

119
PRT

30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Artificial Sequence

0GD201 VH49BH

47

g]u val GIn Leu ga] Glu

Ser Leu

Tyr Met

Gly Phe
50

Ser val
65

Leu Tyr

Tyr Cys

Thr Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Thr
35

Ile

Lys

Leu

Ala

val

115

48
119
PRT

Leu

20

Trp

Arg

Gly

Gln

100

Thr

Ser

val

Asn

Arg

Met

85

val

val

Ccys

Arg

Lys

Phe

70

Asn

Ser

Ser

Ser

Thr

Gln

Ala

55

Thr

Ser

Asn

Ser

Artificial Sequence

0GD201 VH72max

48

Glu val GIn Leu val Glu
1 5

Ser Leu Arg Leu Ser Cys
20

Tyr Met Thr Trp val Arg
35

Gly Phe Ile Arg Asn Lys
50

Ser val Lys Gly Arg Phe

Ser

Ala

Gln

Ala

55

Thr

Gly

Thr

Ala

40

Ash

Ile

Leu

Trp

Gly

Ala

Ala

40

Asn

Ile

Gly

Ser

25

Pro

Gly

Ser

Lys

Ala
105

Gly

Ser

25

Pro

Ser

Ser

Gly Leu
10

Glu Phe

Gly Lys

Tyr Thr

Arg Asp

75

Thr Glu
90

Phe Asp

Gly Leu
10

Gly Phe
Gly Lys

Tyr Thr

Arg Asp
Pge p

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

val

Thr

Gly

Thr

60

Asn

Gln

Phe

Leu

45

Glu

ser

Thr

Trp

Gln

Phe

Leu

45

Glu

Ser

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly
110

Pro

Ser

30

Glu

Tyr

Lys

Gly

15

Asp

Trp

Asn

ser

val

95

Gln

Gly

15

Asp

Trp

Ala

Asn

Arg

Tyr

Leu

Pro

Ile

80

Tyr

Gly

Gly

His

Leu

Ala

Ser



65

30-11-2017 ATL-B-0006-PCT1 (1)_ST25
75

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala ga1 Tyr
85 90 5

Tyr Cys Ala Arg val Ser Asn Trp Ala Phe Asp Tyr Trp G
100

105

Thr Leu val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

49
119
PRT
Artificial Sequence

0GD201 VH49B
49

Glu val Gln Leu val Glu Ser Gly Gly
1 5

Ser

Tyr

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

cys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg Leu Ser Cys Thr Ala ser
20 25

Thr Trp val Arg Gln Ala Pro
35 40

Ile Arg Asn Lys Ala Asn Gly
55

Lys Gly Arg Phe Thr Ile Ser
70

Leu GIn Met Asn Ser Leu Lys
85

Ala Arg val Ser Asn Trp Ala
100 105

val Thr val Ser Ser
115

50

119

PRT

Artificial Sequence

0GD201 VH49Bmax
50

Gly

10

Gly

Gly

Tyr

Arg

Thr

90

Phe

Leu

Phe

Lys

Thr

Asp

75

Glu

Asp

val

Thr

Gly

Thr

60

Asn

Asp

Tyr

Gln

Phe

Leu

45

Glu

Ser

Thr

Trp

110

Pro

Thr

30

Glu

Tyr

Lys

Ala

Gly

Gly

15

Asp

Trp

Ala

Ser

val

95

Gln

ly Gln Gly
1

Arg

Tyr

Leu

Ala

Ile

80

Tyr

Gly

Glu val Gln Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Arg
Pge p



Ser

Tyr

Gly

Ser

65

Ala

Tyr

Thr

Leu

Met

Phe

50

val

Tyr

Cys

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Ser
35

Ile

Lys

Leu

Thr

val

115

51
119
PRT

Leu

20

Trp

Arg

Gly

Gln

ser

val

Asn

Arg

Met

85

val

val

30-11-2017 ATL-B-0006-PCT1l (1)_ST25
10 15

Cys

Arg

Lys

Phe

70

Asn

Ser

Ser

Thr

Gln

Ala

55

Thr

Ser

Ash

Ser

Artificial Sequence

VH72BH AA

51

Glu val GIn Leu Vval

1

Ser

Tyr

Gly

Ser

65

Leu

Tyr

Leu

Met

Phe

50

val

Tyr

Cys

Arg

Thr

35

Ile

Lys

Leu

Ala

Leu

20

Trp

Arg

Gly

Gln

5

ser

val

Asn

Arg

Met

85

val

Glu

cys

Arg

Lys

Phe

70

Asn

Ser

Ser

Ala

Gln

Ala

55

Thr

Ser

Asn

Ala

Ala

40

Asn

Ile

Leu

Trp

Thr

Ala

40

Asn

Ile

Leu

Trp

Ser

25

Pro

Gly

Ser

Lys

Ala
105

Gly

Ser

25

Pro

Gly

Ser

Lys

Ala
105

Gly

Gly

Gly

Arg

Thr

90

Phe

Gly

10

Glu

Gly

Tyr

Arg

Thr

90

Phe

Phe

Lys

Thr

Asp

75

Glu

Asp

Leu

Phe

Lys

Thr

Asp

75

Glu

Asp

Pge p

Thr

Gly

Thr

60

Asn

Asp

Tyr

val

Thr

Gly

Thr

60

Asn

Asp

TYyr

Phe

Leu

45

Glu

Ser

Thr

Trp

Gln

Phe

Leu

45

Glu

Ser

Thr

Trp

Gly
30

Glu
Tyr
Lys

Ala

Gly
110

Pro
Ser
30

Glu
Tyr
Lys

Ala

Gly
110

Asp

Trp

Ala

Ser

val

95

Gln

Gly

15

Asp

Trp

Ala

Asn

val

95

Gln

Tyr

Leu

Ala

Ile

80

Tyr

Gly

Gly

Tyr

Leu

Ala

Ser

80

Tyr

Gly



30-11-2017 ATL-B-0006-PCT1 (1)_ST25

Thr Leu val Thr val Ser Ser
115

Pge p



