SEQUENCE LISTING
<110> Octapharma AG
<120> Method for the production of a recombinant target protein
<130> 4830/P/1099-EP
<160> 6

<170> PatentIn version 3.5

<210> 1
<211> 2351
<212> PRT

<213> Homo sapiens
<400> 1
Met Gln Ile Glu Leu Ser Thr Cys Phe Phe Leu Cys Leu Leu Arg Phe

1 5 10 15

Cys Phe Ser Ala Thr Arg Arg Tyr Tyr Leu Gly Ala Val Glu Leu Ser
20 25 30

Trp Asp Tyr Met Gln Ser Asp Leu Gly Glu Leu Pro Val Asp Ala Arg
35 40 45

Phe Pro Pro Arg Val Pro Lys Ser Phe Pro Phe Asn Thr Ser Val Val
50 55 60

Tyr Lys Lys Thr Leu Phe Val Glu Phe Thr Asp His Leu Phe Asn Ile
65 70 75 80

Ala Lys Pro Arg Pro Pro Trp Met Gly Leu Leu Gly Pro Thr Ile Gln
85 90 95

Ala Glu Val Tyr Asp Thr Val Val Ile Thr Leu Lys Asn Met Ala Ser
100 105 110

His Pro Val Ser Leu His Ala Val Gly Val Ser Tyr Trp Lys Ala Ser
115 120 125

Glu Gly Ala Glu Tyr Asp Asp Gln Thr Ser Gln Arg Glu Lys Glu Asp
130 135 140

Asp Lys Val Phe Pro Gly Gly Ser His Thr Tyr Val Trp Gln Val Leu
145 150 155 160

Lys Glu Asn Gly Pro Met Ala Ser Asp Pro Leu Cys Leu Thr Tyr Ser



Tyr

Gly

Gln

Lys

225

Ala

Val

Tyr

Phe

Leu

305

Asp

Asp

Gln

Leu

Pro

385

Trp

Leu

Ala

Thr

210

Ser

Ala

Asn

Trp

Leu

290

Glu

Leu

Gly

Leu

Thr

370

Ser

Val

Ser

Leu

195

Leu

Trp

Ser

Arg

His

275

Glu

Ile

Gly

Met

Arg

355

Asp

Phe

His

His

180

Leu

His

His

Ala

Ser

260

Val

Gly

Ser

Gln

Glu

340

Met

Ser

Ile

Tyr

165

Val

Val

Lys

Ser

Arg

245

Leu

Ile

His

Pro

Phe

325

Ala

Lys

Glu

Gln

Ile

Asp

Cys

Phe

Glu

230

Ala

Pro

Gly

Thr

Ile

310

Leu

Tyr

Asn

Met

Ile

390

Ala

Leu

Arg

Ile

215

Thr

Trp

Gly

Met

Phe

295

Thr

Leu

Val

Asn

Asp

375

Arg

Ala

Val

Glu

200

Leu

Lys

Pro

Leu

Gly

280

Leu

Phe

Phe

Lys

Glu

360

Val

Ser

Glu

Lys

185

Gly

Leu

Asn

Lys

Ile

265

Thr

Val

Leu

Cys

Val

345

Glu

Val

Val

Glu

170

Asp

Ser

Phe

Ser

Met

250

Gly

Thr

Arg

Thr

His

330

Asp

Ala

Arg

Ala

Glu

Leu

Leu

Ala

Leu

235

His

Cys

Pro

Asn

Ala

315

Ile

Ser

Glu

Phe

Lys

395

Asp

Asn

Ala

Val

220

Met

Thr

His

Glu

His

300

Gln

Ser

Cys

Asp

Asp

380

Lys

Trp

Ser

Lys

205

Phe

Gln

Val

Arg

Val

285

Arg

Thr

Ser

Pro

Tyr

365

Asp

His

Asp

Gly

190

Glu

Asp

Asp

Asn

Lys

270

His

Gln

Leu

His

Glu

350

Asp

Asp

Pro

Tyr

175

Leu

Lys

Glu

Arg

Gly

255

Ser

Ser

Ala

Leu

Gln

335

Glu

Asp

Asn

Lys

Ala

Ile

Thr

Gly

Asp

240

Tyr

Val

Ile

Ser

Met

320

His

Pro

Asp

Ser

Thr

400

Pro



Leu

Asn

Ala

Ser

465

Leu

His

Gly

Lys

Pro

545

Asp

Ser

Ile

Asn

Pro

625

Phe

Val

Gly

Tyr

450

Gly

Ile

Gly

Val

Tyr

530

Arg

Leu

Val

Leu

Ile

610

Glu

Asp

Leu

Pro

435

Thr

Ile

Ile

Ile

Lys

515

Lys

Cys

Ala

Asp

Phe

595

Gln

Phe

Ser

Ala

420

Gln

Asp

Leu

Phe

Thr

500

His

Trp

Leu

Ser

Gln

580

Ser

Arg

Gln

Leu

405

Pro

Arg

Glu

Lys

485

Asp

Leu

Thr

Thr

Gly

565

Arg

Val

Phe

Ala

Gln

Asp

Ile

Thr

Pro

470

Asn

Val

Lys

Val

Arg

550

Leu

Gly

Phe

Leu

Ser

630

Leu

Asp

Gly

Phe

455

Leu

Gln

Arg

Asp

Thr

535

Tyr

Ile

Asn

Asp

Pro

615

Asn

Ser

Arg

Arg

440

Lys

Leu

Ala

Pro

Phe

520

Val

Tyr

Gly

Gln

Glu

600

Asn

Ile

Val

Ser

425

Lys

Thr

Tyr

Ser

Leu

505

Pro

Glu

Ser

Pro

Ile

585

Asn

Pro

Met

Cys

410

Tyr

Tyr

Arg

Gly

Arg

490

Tyr

Ile

Asp

Ser

Leu

570

Met

Arg

Ala

His

Leu

Lys

Lys

Glu

Glu

475

Pro

Ser

Leu

Gly

Phe

555

Leu

Ser

Ser

Gly

Ser

635

His

Ser

Lys

Ala

460

Val

Tyr

Arg

Pro

Pro

540

Val

Ile

Asp

Trp

Val

620

Ile

Glu

Gln

Val

445

Ile

Gly

Asn

Arg

Gly

525

Thr

Asn

Cys

Lys

Tyr

605

Gln

Asn

Val

Tyr

430

Arg

Gln

Asp

Ile

Leu

510

Glu

Lys

Met

Tyr

Arg

590

Leu

Leu

Gly

Ala

415

Leu

Phe

His

Thr

Tyr

495

Pro

Ile

Ser

Glu

Lys

575

Asn

Thr

Glu

Tyr

Tyr

Asn

Met

Glu

Leu

480

Pro

Lys

Phe

Asp

Arg

560

Glu

Val

Glu

Asp

Val

640

Trp



Tyr

Ser

Leu

Gly

705

Met

Tyr

Asn

Ser

Ile

785

Ile

Pro

Glu

Ser

Asp

865

Lys

Ile

Gly

Phe

690

Leu

Thr

Tyr

Asn

Thr

770

Glu

Gln

Thr

Thr

Leu

850

Met

Leu

Leu

Tyr

675

Pro

Trp

Ala

Glu

Ala

755

Arg

Lys

Asn

Pro

Phe

835

Ser

Val

Gly

Ser

660

Thr

Phe

Ile

Leu

Asp

740

Ile

Gln

Thr

Val

His

820

Ser

Glu

Phe

Thr

645

Ile

Phe

Ser

Leu

Leu

725

Ser

Glu

Lys

Asp

Ser

805

Gly

Asp

Met

Thr

Thr

Gly

Lys

Gly

Gly

710

Lys

Tyr

Pro

Gln

Pro

790

Ser

Leu

Asp

Thr

Pro

870

Ala

Ala

His

Glu

695

Cys

Val

Glu

Arg

Phe

775

Trp

Ser

Ser

Pro

His

855

Glu

Ala

Gln

Lys

680

Thr

His

Ser

Asp

Ser

760

Asn

Phe

Asp

Leu

Ser

840

Phe

Ser

Thr

Thr

665

Met

vVal

Asn

Ser

Ile

745

Phe

Ala

Ala

Leu

Ser

825

Pro

Arg

Gly

Glu

650

Asp

Val

Phe

Ser

Cys

730

Ser

Ser

Thr

His

Leu

810

Asp

Gly

Pro

Leu

Leu

Phe

Tyr

Met

Asp

715

Asp

Ala

Gln

Thr

Arg

795

Met

Leu

Ala

Gln

Gln

875

Lys

Leu

Glu

Ser

700

Phe

Lys

Tyr

Asn

Ile

780

Thr

Leu

Gln

Ile

Leu

860

Leu

Lys

Ser

Asp

685

Met

Arg

Asn

Leu

Ser

765

Pro

Pro

Leu

Glu

Asp

845

His

Arg

Leu

Val

670

Thr

Glu

Asn

Thr

Leu

750

Arg

Glu

Met

Arg

Ala

830

Ser

His

Leu

Asp

655

Phe

Leu

Asn

Arg

Gly

735

Ser

His

Asn

Pro

Gln

815

Lys

Asn

Ser

Asn

Phe

Phe

Thr

Pro

Gly

720

Asp

Lys

Pro

Asp

Lys

800

Ser

Tyr

Asn

Gly

Glu

880

Lys



885 890 895

Val Ser Ser Thr Ser Asn Asn Leu Ile Ser Thr Ile Pro Ser Asp Asn
900 905 910

Leu Ala Ala Gly Thr Asp Asn Thr Ser Ser Leu Gly Pro Pro Ser Met
915 920 925

Pro Val His Tyr Asp Ser Gln Leu Asp Thr Thr Leu Phe Gly Lys Lys
930 935 940

Ser Ser Pro Leu Thr Glu Ser Gly Gly Pro Leu Ser Leu Ser Glu Glu
945 950 955 960

Asn Asn Asp Ser Lys Leu Leu Glu Ser Gly Leu Met Asn Ser Gln Glu
965 970 975

Ser Ser Trp Gly Lys Asn Val Ser Ser Thr Glu Ser Gly Arg Leu Phe
980 985 990

Lys Gly Lys Arg Ala His Gly Pro Ala Leu Leu Thr Lys Asp Asn Ala
995 1000 1005

Leu Phe Lys Val Ser Ile Ser Leu Leu Lys Thr Asn Lys Thr Ser
1010 1015 1020

Asn Asn Ser Ala Thr Asn Arg Lys Thr His Ile Asp Gly Pro Ser
1025 1030 1035

Leu Leu Ile Glu Asn Ser Pro Ser Val Trp Gln Asn Ile Leu Glu
1040 1045 1050

Ser Asp Thr Glu Phe Lys Lys Val Thr Pro Leu Ile His Asp Arg
1055 1060 1065

Met Leu Met Asp Lys Asn Ala Thr Ala Leu Arg Leu Asn His Met
1070 1075 1080

Ser Asn Lys Thr Thr Ser Ser Lys Asn Met Glu Met Val Gln Gln
1085 1090 1095

Lys Lys Glu Gly Pro Ile Pro Pro Asp Ala Gln Asn Pro Asp Met
1100 1105 1110

Ser Phe Phe Lys Met Leu Phe Leu Pro Glu Ser Ala Arg Trp Ile



Gln

Ser

Gly

Gly

Ser

Asn

Lys

His

Leu

Ala

Arg

Glu

Lys

Asn

Leu

1115

Arg
1130

Pro
1145

Gln
1160

Glu
1175

Ser
1190

Asn
1205

Lys
1220

Thr
1235

Ser
1250

Pro
1265

Thr
1280

Asn
1295

Tyr
1310

Phe
1325

Pro

Thr

Lys

Asn

Phe

Arg

Thr

Glu

Val

Thr

Val

Lys

Leu

Ala

Val

Leu

His

Gln

Phe

Thr

Asn

His

Thr

Thr

Arg

Leu

Lys

Glu

Cys

Thr

Glu

Gly

Leu

Leu

Lys

Leu

Asn

Leu

Gly

Gln

Gln

His

Gly

Thr

Gln

Glu

Lys

Val

Ser

Asp

Phe

Gln

Ile

Thr

Asn

Asp

Thr

Leu

Thr

Arg

Thr

1120

Asn
1135

Ser
1150

Glu
1165

Val
1180

Leu
1195

Glu
1210

Gln
1225

Lys
1240

Val
1255

Phe
1270

Ala
1285

Gly
1300

Arg
1315

Ser
1330

Glu

Ser

Leu

Lys

Gly

Thr

Lys

Glu

Asn

Glu

Arg

His

Asn

Ile

Lys

Leu

Leu

Asn

Leu

Asn

Lys

Asn

Phe

Gly

Ser

Phe

Gln

Ser

Arg

Glu

Asn

Pro

Lys

Lys

Leu

Ile

Val

Met

Ser

Leu

Ser

Thr

Pro

Ala

Lys

Ser

Glu

Val

Glu

Asp

Gln

Val

Lys

Tyr

Asn

Lys

Lys

Asn

Leu

Arg

1125

Gly
1140

Lys
1155

Val
1170

Met
1185

Asn
1200

Glu
1215

Leu
1230

Asn
1245

Asp
1260

Asp
1275

Lys
1290

Gln
1305

Thr
1320

Lys
1335

Ile

Gln

Ser

Val

Val

Leu

Glu

Pro

Leu

Gly

Ser

Gly

Ile

Ser

Gln

Ile

Gly

Val

Gly

Phe

His

Ile

Gln

Phe

Ala

Thr

Glu

Val

Gln

Phe

Val

Pro

Glu

Lys

Pro

Glu

Glu

Ile

Leu

Tyr

Asn

Glu

Glu

Gln

Arg

Asp



Asp

Ser

Ile

Ile

Ser

Gln

Asp

Lys

Asp

Val

Leu

Ile

Pro

Glu

Pro

1340

Thr
1355

Thr
1370

Thr
1385

Pro
1400

Phe
1415

Asp
1430

Ser
1445

Asn
1460

Gln
1475

Thr
1490

Pro
1505

Tyr
1520

Gly
1535

Gly
1550

Phe

Ser

Leu

Gln

Gln

Pro

Asn

Gly

Asn

Arg

Tyr

Lys

Gln

His

Ala

Leu

Thr

Thr

Ser

Ala

Ser

Ser

Val

Leu

Glu

Lys

Thr

Lys

Leu

Ile

Arg

Gln

Gln

Pro

Asn

Ile

Ser

Gln

Ser

Val

Lys

Ser

Asp

Asp

Lys

Val

Trp

Ile

Leu

Arg

Arg

His

Glu

Leu

Gly

Val

Gly

Leu

Leu

Trp

Ala

1345

Ser
1360

Asp
1375

Ser
1390

Ser
1405

Pro
1420

Leu
1435

Ser
1450

Ala
1465

Ser
1480

Glu
1495

Lys
1510

Phe
1525

Val
1540

Asn
1555

Thr

Lys

Tyr

Asp

Pro

Ile

Pro

Ser

Ile

Leu

Asn

Val

Pro

Glu

Glu

Glu

Asn

Asn

Cys

Leu

Tyr

Ala

His

Leu

Gly

Thr

Glu

Thr

Gly

Ala

Ser

Met

Glu

Leu

Pro

Leu

Ala

Phe

Thr

Thr

Val

Leu

Glu

Ser

Asn

Ser

Lys

Lys

Thr

Ile

Thr

Ser

Leu

Leu

Ser

Leu

Leu

Thr

Leu

Arg

Ala

1350

His
1365

Glu
1380

Arg
1395

Ala
1410

Arg
1425

Tyr
1440

Gln
1455

Glu
1470

Ala
1485

Pro
1500

Pro
1515

Ser
1530

Leu
1545

Pro
1560

Lys

Leu

Lys

Ser

Lys

Val

Arg

Gly

Met

Thr

Lys

Lys

Asn

Gln

Gly

Thr

Thr

Gly

His

Val

Leu

Lys

Ala

Thr

Asn

Pro

Val

Gly

Gly

Lys

Pro

Pro

Ala

Ser

Ser

Phe

Lys

Lys

Gly

Ser

Asp

His

Ser

Thr

Val

Ser



Lys

Ile

Thr

Glu

Pro

Leu

Ile

Asp

Tyr

Thr

Gly

Gly

Asp

His

Asn

1565

Leu
1580

Pro
1595

Ala
1610

Ser
1625

Glu
1640

Cys
1655

Thr
1670

Asp
1685

Asp
1700

Arg
1715

Met
1730

Ser
1745

Gly
1760

Leu
1775

Ile

Leu

Lys

Phe

Asn

Ile

Ser

Arg

Thr

Glu

His

Ser

Val

Ser

Gly

Met

Asp

Glu

Lys

His

Glu

Gln

Thr

Ile

Asp

Tyr

Ser

Pro

Phe

Leu

Val

Pro

Glu

Lys

Ala

Val

Asn

Thr

Ser

Glu

Phe

Ser

Gln

Thr

Leu

Thr

Leu

Trp

Lys

Ile

Thr

Pro

Leu

Val

Asn

Ile

Pro

Phe

Gln

Gly

Phe

1570

Ala
1585

Lys
1600

Asp
1615

Ala
1630

Trp
1645

Pro
1660

Gln
1675

Glu
1690

Gln
1705

Ala
1720

His
1735

Lys
1750

Pro
1765

Pro
1780

Arg

Trp

Ser

Thr

Ala

Ala

Val

Ser

Met

Ser

Ala

Val

Lys

Leu

Tyr

Asn

Asp

Gln

Ile

Ile

Lys

Leu

Asp

Lys

Pro

Val

Leu

Val

Tyr

Ile

Gln

Asn

Glu

Leu

Asn

Gln

Lys

Gln

Lys

Arg

Glu

Arg

Val

Arg

Arg

Ala

His

Lys

Ser

Glu

Gly

Arg

Glu

Glu

Ser

Arg

Asn

Phe

Gly

Ala

Ser

1575

Tyr
1590

Ser
1605

Leu
1620

Gly
1635

Arg
1650

His
1665

Glu
1680

Asp
1695

Phe
1710

Leu
1725

Arg
1740

Gln
1755

Glu
1770

Glu
1785

Arg

Gly

Pro

Asn

Gln

Thr

Gln

Ile

Phe

Gln

Trp

Ala

Glu

Leu

Val

Pro

Thr

Glu

Ala

Asn

Glu

Arg

Asp

Asp

Lys

Asp

Gln

Phe

Asn

Glu

Tyr

Gln

Lys

Cys

Lys

Arg

Glu

Tyr

Ile

Lys

Tyr

Ser

Thr

Glu

Asp

Ser



Phe

Ala

Tyr

Phe

Lys

Thr

Glu

Tyr

Ile

Ala

Ala

Asn

Val

Pro

Ile

1790

Tyr
1805

Glu
1820

Phe
1835

Asp
1850

Asp
1865

Asn
1880

Phe
1895

Phe
1910

Gln
1925

Ile
1940

Gln
1955

Glu
1970

Arg
1985

Gly
2000

Trp

Ser

Pro

Trp

Cys

Val

Thr

Ala

Thr

Met

Asn

Asp

Asn

Lys

Val

Arg

Ser

Arg

Lys

Lys

His

Leu

Leu

Glu

Glu

Gly

Gln

Ile

Lys

Phe

Val

Leu

Lys

Val

Ala

Ser

Asn

Phe

Asn

Asp

Tyr

Arg

His

Glu

Glu

Glu

Ile

Asn

Gln

Trp

Gly

Pro

Phe

Met

Pro

Ile

Ile

Ser

Glu

Thr

Cys

1795

Ser
1810

Phe
1825

His
1840

Ala
1855

Leu
1870

Ala
1885

Thr
1900

Glu
1915

Thr
1930

Met
1945

Arg
1960

Ile
1975

Tyr
1990

Val
2005

Leu

Tyr

vVal

His

Tyr

Ile

His

Ile

Arg

Phe

Asp

Trp

His

Lys

Glu

Ile

Glu

Lys

Met

Phe

Gly

Gly

Phe

Asn

Lys

Thr

Tyr

Phe

Met

Met

Gly

Glu

Pro

Ala

Ser

Pro

Arg

Asp

Cys

Glu

Leu

Leu

Ser

Ala

Leu

Glu

Asp

Asn

Pro

Asp

Leu

Gln

Glu

Arg

Asn

Pro

Leu

Gly

Leu

Pro

His

1800

Gln
1815

Glu
1830

Thr
1845

Val
1860

Leu
1875

Val
1890

Thr
1905

Ala
1920

Tyr
1935

Gly
1950

Ser
1965

His
1980

Tyr
1995

Ser
2010

Leu

Arg

Thr

Lys

Asp

Val

Thr

Lys

Pro

Arg

Leu

Met

Val

Asn

Lys

His

Gln

Lys

Asp

Leu

Cys

Val

Ser

Ser

Phe

Val

Gly

Phe

Leu

Ala

Ala

Gly

Thr

Glu

Glu

His

Gln

Trp

Asn

His

Met

Ser

Thr

Tyr

Gly

Gly



Met

Leu

Ser

Tyr

Trp

Lys

Gln

Tyr

Val

Ile

Ser

Ser

Ile

Pro

Arg

2015

Ser
2030

Gly
2045

Gly
2060

Ser
2075

Ile
2090

Thr
2105

Phe
2120

Arg
2135

Asp
2150

Ala
2165

Thr
2180

Met
2195

Thr
2210

Ser
2225

Pro

Thr

Met

Gln

Gly

Lys

Gln

Ile

Gly

Ser

Arg

Leu

Pro

Ala

Lys

Gln

Leu

Ala

Tyr

Ser

Val

Gly

Ile

Asn

Ser

Tyr

Arg

Leu

Ser

Ala

Val

Phe

Ser

Gly

Ile

Asp

Ala

Met

Ser

Gly

Ile

Met

Gly

Ser

Arg

Asn

Leu

Gln

Asn

Leu

Arg

Tyr

Thr

Ile

Arg

Glu

Met

Tyr

Leu

Asn

2020

Val
2035

His
2050

Trp
2065

Ala
2080

Leu
2095

Gln
2110

Ser
2125

Gly
2140

Lys
2155

Leu
2170

Leu
2185

Glu
2200

Phe
2215

His
2230

Pro

Tyr

Ile

Ala

Trp

Ala

Lys

Leu

Thr

His

His

Met

Ser

Thr

Leu

Lys

Ser

Arg

Pro

Ser

Pro

Phe

Asp

Leu

Asn

Pro

Gly

Lys

Asn

Gln

Glu

Asn

Asp

Lys

Thr

Met

Ser

Gly

Met

Ile

Thr

Cys

Ala

Met

Gly

Trp

Lys

Phe

Leu

Lys

Ile

Ser

Lys

Val

Phe

His

Asp

Ile

Phe

Arg

Leu

2025

Cys
2040

Gln
2055

Ala
2070

Glu
2085

Ile
2100

Leu
2115

Lys
2130

Phe
2145

Asn
2160

Tyr
2175

Leu
2190

Ser
2205

Ala
2220

Ser
2235

Gln

Gln

Ile

Arg

Pro

His

Tyr

Trp

Phe

Pro

Ser

Asn

Asp

Thr

Asn

Val

Thr

Thr

Leu

Phe

Gly

Ile

Gln

Gly

Pro

Ile

Ser

Ala

Trp

Ala

Asp

Pro

Ala

His

Ser

Ile

Ser

Thr

Asn

Ile

Arg

Cys

Gln

Ser

Trp

Phe



Gln

Ser

Ser

Val

Asn

Pro

Gly

2240

Lys
2255

Leu
2270

Gln
2285

Lys
2300

Ser
2315

Gln
2330

Cys
2345

<210> 2
<211> 4

<212>

<213> H

<400> 2

Thr

Leu

Asp

Val

Leu

Ser

Glu

61

PRT

omo

Met Gln Arg

1

Ile

Asp

Ser

Met

65

Thr

Cys

His

Gly

50

Glu

Glu

Leu

Glu

35

Lys

Glu

Arg

Met

Thr

Lys

Ser

Gly His

Phe

Asp

Trp

Ala

Gln

Pro

Val

Gln

sapiens

Val

Leu

20

Asn

Leu

Lys

Thr

Asn

Gly

Ala

Glu

Cys

Thr
85

Val

Met

Gln

Gly

Pro

His

Asp

Met

Tyr

Asn

Glu

Ser

70

Glu

2245

Thr

Gly

2260

Tyr

vVal

2275

Trp

Thr

2290

Asn

Gln

2305

Leu

Leu

2320

Gln

Ile

2335

Leu

Tyr

2350

Ile

Leu

Lys

Phe

55

Phe

Phe

Met

Leu

Ile

40

vVal

Glu

Trp

Ala

Ser

25

Leu

Gln

Glu

Lys

vVal

Lys

Leu

Asp

Thr

Ala

Glu

10

Ala

Asn

Gly

Ala

Gln
90

Thr

Glu

Phe

Ser

Arg

Leu

Ser

Glu

Arg

Asn

Arg

75

Tyr

Thr

Phe

Phe

Phe

Tyr

Arg

2250

Gln

2265

Leu

2280

Gln

2295

Thr

2310

Leu

2325

Met

2340

Pro

Cys

Pro

Leu

60

Glu

Val

Gly

Thr

Lys

45

Glu

Val

Asp

Gly Val

Ile

Asn

Ser

Gly

Pro Val

Arg

Ile

Glu Val

Leu

Val

30

Arg

Arg

Phe

Gly

Ile

15

Phe

Tyr

Glu

Glu

Asp
95

Lys

Ser

Lys

Val

His

Leu

Thr

Leu

Asn

Cys

Asn

80

Gln



Cys

Asn

Glu

Cys

145

Tyr

Pro

Glu

Thr

Thr

225

Gln

Val

Val

His

Tyr

305

Leu

Glu

Ser

Leu

130

Lys

Arg

Cys

Thr

Ile

210

Arg

Val

Asn

Lys

Thr

290

Asn

Asp

Ser

Tyr

115

Asp

Asn

Leu

Gly

Val

195

Leu

Val

Val

Glu

Ile

275

Glu

Ala

Glu

Asn

100

Glu

Val

Ser

Ala

Arg

180

Phe

Asp

Val

Leu

Lys

260

Thr

Gln

Ala

Pro

Pro

Cys

Thr

Ala

Glu

165

Val

Pro

Asn

Gly

Asn

245

Trp

Val

Lys

Ile

Leu
325

Cys

Trp

Cys

Asp

150

Asn

Ser

Asp

Ile

Gly

230

Gly

Ile

Val

Arg

Asn

310

Val

Leu

Cys

Asn

135

Asn

Gln

Val

Val

Thr

215

Glu

Lys

Val

Ala

Asn

295

Lys

Leu

Asn

Pro

120

Ile

Lys

Lys

Ser

Asp

200

Gln

Asp

Val

Thr

Gly

280

vVal

Tyr

Asn

Gly

105

Phe

Lys

vVal

Ser

Gln

185

Tyr

Ser

Ala

Asp

Ala

265

Glu

Ile

Asn

Ser

Gly

Gly

Asn

vVal

Cys

170

Thr

vVal

Thr

Lys

Ala

250

Ala

His

Arg

His

Tyr
330

Ser

Phe

Gly

Cys

155

Glu

Ser

Asn

Gln

Pro

235

Phe

His

Asn

Ile

Asp

315

Val

Cys

Glu

Arg

140

Ser

Pro

Lys

Ser

Ser

220

Gly

Cys

Cys

Ile

Ile

300

Ile

Thr

Lys

Gly

125

Cys

Cys

Ala

Leu

Thr

205

Phe

Gln

Gly

Val

Glu

285

Pro

Ala

Pro

Asp

110

Lys

Glu

Thr

Val

Thr

190

Glu

Asn

Phe

Glu

270

Glu

His

Leu

Ile

Asp

Asn

Gln

Glu

Pro

175

Arg

Ala

Asp

Pro

Ser

255

Thr

Thr

His

Leu

Cys
335

Ile

Cys

Phe

Gly

160

Phe

Ala

Glu

Phe

Trp

240

Ile

Gly

Glu

Asn

Glu

320

Ile



Ala Asp Lys

Val Ser Gly
355

Leu Gln Tyr
370

Ser Thr Lys
385

Glu Gly Gly

Thr Glu Val

Glu Glu Cys
435

Arg Tyr Val
450

<210> 3
<211> 207
<212> PRT
<213> Homo

<400> 3
Met Ala Gly

1

Leu Leu Leu

Leu Gly Pro
35

Glu Gln Val
50

Leu Val Ser
65

Glu Tyr

340

Trp Gly

Leu Arg

Phe Thr

Arg Asp

405

Glu Gly
420

Ala Met

Asn Trp

sapiens

Pro Ala

Trp His

20

Ala Ser

Arg Lys

Glu Cys

Thr

Arg

Val

Ile

390

Ser

Thr

Lys

Ile

Thr

Ser

Ser

Ile

Ala
70

Asn

Val

Pro

375

Tyr

Cys

Ser

Gly

Lys
455

Gln

Ala

Leu

Gln

55

Thr

Ile

Leu

360

Leu

Asn

Gln

Phe

Lys

440

Glu

Ser

Leu

Pro

40

Gly

Tyr

Phe

345

His

Val

Asn

Gly

Leu

425

Tyr

Lys

Pro

Trp

25

Gln

Asp

Lys

Leu

Lys

Asp

Met

Asp

410

Thr

Gly

Thr

Met

10

Thr

Ser

Gly

Leu

Lys

Gly

Arg

Phe

395

Ser

Gly

Ile

Lys

Lys

Val

Phe

Ala

Cys
75

Phe

Arg

Ala

380

Cys

Gly

Ile

Tyr

Leu
460

Leu

Gln

Leu

Ala

60

His

Gly

Ser

365

Thr

Ala

Gly

Ile

Thr

445

Thr

Met

Glu

Leu

45

Leu

Pro

Ser

350

Ala

Cys

Gly

Pro

Ser

430

Lys

Ala

Ala

30

Lys

Gln

Glu

Gly

Leu

Leu

Phe

His

415

Trp

Val

Leu

15

Thr

Cys

Glu

Glu

Tyr

Val

Arg

His

400

Val

Gly

Ser

Gln

Pro

Leu

Lys

Leu
80



Val Leu Leu

Cys Pro Ser

Leu
115

Ser

Pro Glu

130

Ser

Asp Phe Ala

145

Pro Ala Leu

Phe Gln Arg

Phe Glu

195

Leu

<210>
<211>
<212>
<213>

4380
DNA
Homo

<400> 4
atgcaaatag
60

accagaagat
120

ggtgagctgc
180

acctcagtcg
240

gctaagccaa
300

gatacagtgg
360

ggtgtatcct
420

His
85

Gln
100

Ala

Phe

Leu

Leu

Thr Thr

Ser

Leu

Tyr

Pro

Ile

Leu Gly

Gln Leu

Gln Gly

120

Thr
135

Leu

Trp Gln

150

Gln Pro

165

Arg Ala

180

Val Ser

sapiens

agctctccac

actacctggg

ctgtggacgc

tgtacaaaaa

ggccaccctg

tcattacact

actggaaagc

Thr

Gly

Tyr

Gln Gly

Val

Gly

Val
200

Arg

ctgcttcttt

tgcagtggaa

aagatttcct

gactctgttt

gatgggtctg

taagaacatg

ttctgaggga

Ile Pro

90

Trp

Ala
105

Gly Cys

Leu Leu Gln

Asp Thr Leu

Gln Glu

155

Met

Ala Met

170

Pro

Leu Val Ala

185

Leu Arg His

ctgtgccttt

ctgtcatggg

cctagagtgc

gtagaattca

ctaggtccta

gcttcccatce

gctgaatatg

Ala Pro Leu

Gln
110

Leu Ser

Ala Leu Glu

125

Gln
140

Leu Asp

Glu Leu

Ala Phe Ala

Leu
190

Ser His

Ala
205

Leu Gln

tgcgattctg

actatatgca

caaaatcttt

cggatcacct

ccatccaggc

ctgtcagtct

atgatcagac

Ser Ser

95

Leu His

Gly Ile
Val

Ala

Ala
160

Met

Ser Ala

175

Gln Ser

Pro

ctttagtgcc

aagtgatctc

tccattcaac

tttcaacatc

tgaggtttat

tcatgctgtt

cagtcaaagg



gagaaagaag
480

aaagagaatg
540

gtggacctgg
600

gggagtctgg
660

tttgatgaag
720

gctgcatctg
780

ctgccaggtc
840

accactcctg
900

cgccaggcgt
960

gaccttggac
1020

gcttatgtca
1080

daagcggaag
1140

gatgacaact
1200

tgggtacatt
1260

cccgatgaca
1320

aagtacaaaa
1380

attcagcatg
1440

ttgattatat
1500

gatgtccgtc
1560

ccaattctgc
1620

atgataaagt

gtccaatggc

taaaagactt

ccaaggaaaa

ggaaaagttg

ctcgggcctg

tgattggatg

aagtgcactc

ccttggaaat

agtttctact

aagtagacag

actatgatga

ctccttecett

acattgctgc

gaagttataa

aagtccgatt

aatcaggaat

ttaagaatca

ctttgtattc

caggagaaat

cttccctggt

ctctgaccca

gaattcaggc

gacacagacc

gcactcagaa

gcctaaaatg

ccacaggaaa

aatattcctc

ctcgccaata

gttttgtcat

ctgtccagag

tgatcttact

tatccaaatt

tgaagaggag

aagtcaatat

tatggcatac

cttgggacct

agcaagcaga

aaggagatta

attcaaatat

ggaagccata

ctgtgcctta

ctcattggag

ttgcacaaat

acaaagaact

cacacagtca

tcagtctatt

gaaggtcaca

actttcctta

atctcttccc

gaaccccaac

gattctgaaa

cgctcagttg

gactgggact

ttgaacaatg

acagatgaaa

ttactttatg

ccatataaca

ccaaaaggtg

aaatggacag

catatgtctg

cctactcata

ccctactagt

ttatactact

ccttgatgca

atggttatgt

ggcatgtgat

catttcttgt

ctgctcaaac

accaacatga

tacgaatgaa

tggatgtggt

ccaagaagca

atgctccctt

gccctcagcecg

cctttaagac

gggaagttgg

tctaccctca

taaaacattt

tgactgtaga

gcaggtcctg

tctttctecat

atgtagagaa

ttttgctgta

ggatagggat

aaacaggtct

tggaatgggc

gaggaaccat

actcttgatg

tggcatggaa

aaataatgaa

caggtttgat

tcctaaaact

agtcctcgcece

gattggtagg

tcgtgaagcect

agacacactg

cggaatcact

gaaggatttt

agatgggcca



actaaatcag
1680

gatctagctt
1740

agaggaaacc
1800

aaccgaagct
1860

cagcttgagg
1920

tttgatagtt
1980

attggagcac
2040

atggtctatg
2100

atggaaaacc
2160

atgaccgcct
2220

agttatgaag
2280

ttctcccaga
2340

actcttcagt
2400

aaggaagatt
2460

aaaacacgac
2520

tcceccacatg
2580

gttttccagg
2640

gaacatttgg
2700

actttcagaa
2760

gaagatcaga
2820

atcctcggtg

caggactcat

agataatgtc

ggtacctcac

atccagagtt

tgcagttgtc

agactgactt

aagacacact

caggtctatg

tactgaaggt

atatttcagc

attcaagaca

cagatcaaga

ttgacattta

actattttat

ttctaagaaa

aatttactga

gactcctggg

atcaggcctc

ggcaaggagc

cctgacccgce

tggccctcte

agacaagagg

agagaatata

ccaagcctcc

agtttgtttg

cctttctgtce

caccctattc

gattctgggg

ttctagttgt

atacttgctg

tcaagcttat

ggaaattgac

tgatgaggat

tgctgcagtg

cagggctcag

tggctccttt

gccatatata

tcgtcectat

agaacctaga

tattactcta

ctcatctgct

aatgtcatcc

caacgctttc

aacatcatgc

catgaggtygg

ttcttctctg

ccattctcag

tgccacaact

gacaagaaca

agtaaaaaca

cgataccgtc

tatgatgata

gaaaatcaga

gagaggctct

agtggcagtg

actcagccct

agagcagaag

tccttcectatt

aaaaactttg

gtttcgttaa

acaaagaatc

tgttttctgt

tccceccaatcee

acagcatcaa

catactggta

gatatacctt

gagaaactgt

cagactttcg

ctggtgatta

atgccattga

gaggggaaat

ccatatcagt

gcccccgceag

gggattatgg

tccectecagtt

tataccgtgg

ttgaagataa

ctagccttat

tcaagcctaa

tatggagaga

tgtagatcaa

atttgatgag

agctggagtg

tggctatgtt

cattctaagc

Ccaaacacaaa

cttcatgtcg

gaacagaggc

ttacgaggac

accaagaagc

aactcgtact

tgaaatgaag

ctttcaaaag

gatgagtagc

caagaaagtt

agaactaaat

tatcatggta

ttcttatgag

tgaaaccaaa



acttactttt
2880

gcctgggett
2940

ccececttetgg
3000

caggaatttg
3060

aatatggaaa
3120

gagaattatc
3180

atggctcagg
3240

cattctattc
3300

gcactgtaca
3360

ggaatttggc
3420

tttctggtgt
3480

gattttcaga
3540

cattattccg
3600

gatctgttgg
3660

tccagcctcet
3720

acttatcgag
3780

gggataaaac
3840

actcattata
3900

tgcagcatgc
3960

tcctacttta
4020

ggaaagtgca

atttctctga

tctgccacac

ctctgttttt

gaaactgcag

gcttccatgc

atcaaaggat

atttcagtgg

atctctatcc

gggtggaatg

acagcaataa

ttacagcttc

gatcaatcaa

caccaatgat

acatctctca

gaaattccac

acaatatttt

gcattcgcag

cattgggaat

ccaatatgtt

acatcatatg

tgttgacctg

taacacactg

caccatcttt

ggctccctgce

aatcaatggc

tcgatggtat

acatgtgttc

aggtgttttt

ccttattggce

gtgtcagact

aggacaatat

tgcctggagce

tattcacggc

gtttatcatc

tggaacctta

taaccctcca

cactcttcgce

ggagagtaaa

tgccacctgg

gcacccacta

gaaaaagatg

aaccctgctc

gatgagacca

aatatccaga

tacataatgg

ctgctcagca

actgtacgaa

gagacagtgg

gagcatctac

cccctgggaa

ggacagtggg

accaaggagc

atcaagaccc

atgtatagtc

atggtcttct

attattgctc

atggagttga

gcaatatcag

tctccttcaa

aagatgagtt

tgcactcagg

atgggagaca

aaagctggta

tggaagatcc

atacactacc

tgggcagcaa

aaaaagagga

aaatgttacc

atgctgggat

tggcttctgg

ccccaaagct

ccttttcttg

agggtgcccg

ttgatgggaa

ttggcaatgt

gatacatccg

tgggctgtga

atgcacagat

aagctcgact

tgactgcaaa

cctgattgga

agtgacagta

cttcactgaa

cacttttaaa

tggcttagta

tgaaaacatc

gtataaaatg

atccaaagct

gagcacactt

acacattaga

ggccagactt

gatcaaggtg

tcagaagttc

gaagtggcag

ggattcatct

tttgcaccca

tttaaatagt

tactgcttca

tcacctccaa



atgcctggag

caatgaaagt

tgaaggagtt

atggcaaagt

tagacccacc

ttgccctgag

acctcaggtg

cacaggagta

cctcatctcce

aaaggttttt

gttactgact

gatggaggtt

aataatccaa

actactcagg

agcagtcaag

cagggaaatc

cgctaccttc

ctgggctgcg

aagagtggcet

gagtaaaatc

atggccatca

aagactcctt

gaattcaccc

aggcacagga

gggaggagta
4080
ttccagaaga
4140
agcatgtatg
4200
ttttttcaga
4260
gtgaactctc
4320
gtgcaccaga
4380

<210> 5
<211> 1459
<212> PRT
<213> Homo
<400> 5

Met Gln Ile

1

Cys

Trp

Phe

Tyr

65

Ala

Ala

His

Glu

Phe

Asp

Pro

50

Lys

Lys

Glu

Pro

Gly
130

Ser

Tyr

35

Pro

Lys

Pro

Val

Val

115

Ala

sapiens
Glu

Leu

Ala
20

Thr
Met Gln
Arg Val
Thr

Leu

Pro
85

Arg

Tyr
100

Asp
Leu

Ser

Glu Tyr

Ser

Arg

Ser

Pro

Phe

70

Pro

Thr

His

Asp

Thr

Arg

Asp

Lys

55

Val

Trp

vVal

Ala

Asp
135

Cys

Tyr

Leu

40

Ser

Glu

Met

vVal

Val

120

Gln

Phe

Tyr

25

Gly

Phe

Phe

Gly

Ile

105

Gly

Thr

Phe

10

Leu

Glu

Pro

Thr

Leu

90

Thr

Val

Ser

Leu

Leu

Phe

Asp

75

Leu

Leu

Ser

Gln

Cys

Ala

Pro

Asn

60

His

Gly

Lys

Tyr

Arg
140

Leu

Val

Val

45

Thr

Leu

Pro

Asn

Trp

125

Glu

Leu

Glu

30

Asp

Ser

Phe

Thr

Met

110

Lys

Lys

gcaagtggac

tctgcttacc

gtggaccctc

cacacctgtg

ccagagttgg

cctctactga

Arg Phe

15

Leu Ser

Ala Arg
Val

Val

Ile
80

Asn

Ile
95

Gln

Ala Ser

Ala Ser

Glu Asp



Asp

145

Lys

Tyr

Gly

Gln

Lys

225

Ala

Val

Tyr

Phe

Leu

305

Asp

Asp

Gln

Leu

Lys

Glu

Leu

Ala

Thr

210

Ser

Ala

Asn

Trp

Leu

290

Glu

Leu

Gly

Leu

Thr
370

Val

Asn

Ser

Leu

195

Leu

Trp

Ser

Arg

His

275

Glu

Ile

Gly

Met

Arg

355

Asp

Phe

Gly

His

180

Leu

His

His

Ala

Ser

260

Val

Gly

Ser

Gln

Glu

340

Met

Ser

Pro

Pro

165

Val

Val

Lys

Ser

Arg

245

Leu

Ile

His

Pro

Phe

325

Ala

Lys

Glu

Gly

150

Met

Asp

Cys

Phe

Glu

230

Ala

Pro

Gly

Thr

Ile

310

Leu

Tyr

Asn

Met

Gly

Ala

Leu

Arg

Ile

215

Thr

Trp

Gly

Met

Phe

295

Thr

Leu

vVal

Asn

Asp
375

Ser

Ser

vVal

Glu

200

Leu

Lys

Pro

Leu

Gly

280

Leu

Phe

Phe

Lys

Glu

360

Val

His

Asp

Lys

185

Gly

Leu

Asn

Lys

Ile

265

Thr

Val

Leu

Cys

vVal

345

Glu

Val

Thr

Pro

170

Asp

Ser

Phe

Ser

Met

250

Gly

Thr

Arg

Thr

His

330

Asp

Ala

Arg

Tyr

155

Leu

Leu

Leu

Ala

Leu

235

His

Cys

Pro

Asn

Ala

315

Ile

Ser

Glu

Phe

Val

Cys

Asn

Ala

Val

220

Met

Thr

His

Glu

His

300

Gln

Ser

Cys

Asp

Asp
380

Trp

Leu

Ser

Lys

205

Phe

Gln

Val

Arg

Val

285

Arg

Thr

Ser

Pro

Tyr

365

Asp

Gln

Thr

Gly

190

Glu

Asp

Asp

Asn

Lys

270

His

Gln

Leu

His

Glu

350

Asp

Asp

Val

Tyr

175

Leu

Lys

Glu

Arg

Gly

255

Ser

Ser

Ala

Leu

Gln

335

Glu

Asp

Asn

Leu

160

Ser

Ile

Thr

Gly

Asp

240

Tyr

Val

Ile

Ser

Met

320

His

Pro

Asp

Ser



Pro

385

Trp

Leu

Asn

Ala

Ser

465

Leu

His

Gly

Lys

Pro

545

Asp

Ser

Ile

Asn

Ser

Val

Val

Gly

Tyr

450

Gly

Ile

Gly

Val

Tyr

530

Arg

Leu

Val

Leu

Ile
610

Phe

His

Leu

Pro

435

Thr

Ile

Ile

Ile

Lys

515

Lys

Cys

Ala

Asp

Phe

595

Gln

Ile

Tyr

Ala

420

Gln

Asp

Leu

Phe

Thr

500

His

Trp

Leu

Ser

Gln

580

Ser

Arg

Gln

Ile

405

Pro

Arg

Glu

Gly

Lys

485

Asp

Leu

Thr

Thr

Gly

565

Arg

Val

Phe

Ile

390

Ala

Asp

Ile

Thr

Pro

470

Asn

Val

Lys

Val

Arg

550

Leu

Gly

Phe

Leu

Arg

Ala

Asp

Gly

Phe

455

Leu

Gln

Arg

Asp

Thr

535

Tyr

Ile

Asn

Asp

Pro
615

Ser

Glu

Arg

Arg

440

Lys

Leu

Ala

Pro

Phe

520

Val

Tyr

Gly

Gln

Glu

600

Asn

Val

Glu

Ser

425

Lys

Thr

Tyr

Ser

Leu

505

Pro

Glu

Ser

Pro

Ile

585

Asn

Pro

Ala

Glu

410

Tyr

Tyr

Arg

Gly

Arg

490

Tyr

Ile

Asp

Ser

Leu

570

Met

Arg

Ala

Lys

395

Asp

Lys

Lys

Glu

Glu

475

Pro

Ser

Leu

Gly

Phe

555

Leu

Ser

Ser

Gly

Lys

Trp

Ser

Lys

Ala

460

Val

Tyr

Arg

Pro

Pro

540

Val

Ile

Asp

Trp

Val
620

His

Asp

Gln

Val

445

Ile

Gly

Asn

Arg

Gly

525

Thr

Asn

Cys

Lys

Tyr

605

Gln

Pro

Tyr

Tyr

430

Arg

Gln

Asp

Ile

Leu

510

Glu

Lys

Met

Tyr

Arg

590

Leu

Leu

Lys

Ala

415

Leu

Phe

His

Thr

Tyr

495

Pro

Ile

Ser

Glu

Lys

575

Asn

Thr

Glu

Thr

400

Pro

Asn

Met

Glu

Leu

480

Pro

Lys

Phe

Asp

Arg

560

Glu

vVal

Glu

Asp



Pro

625

Phe

Tyr

Ser

Leu

Gly

705

Met

Tyr

Asn

Ala

Asp

785

Lys

Ser

Leu

Ala

Glu

Asp

Ile

Gly

Phe

690

Leu

Thr

Tyr

Asn

Tyr

770

Gln

Glu

Phe

Trp

Gln
850

Phe

Ser

Leu

Tyr

675

Pro

Trp

Ala

Glu

Ala

755

Arg

Glu

Asp

Gln

Asp

835

Ser

Gln

Leu

Ser

660

Thr

Phe

Ile

Leu

Asp

740

Ile

Tyr

Glu

Phe

Lys

820

Tyr

Gly

Ala

Gln

645

Ile

Phe

Ser

Leu

Leu

725

Ser

Glu

Arg

Ile

Asp

805

Lys

Gly

Ser

Ser

630

Leu

Gly

Lys

Gly

Gly

710

Lys

Tyr

Pro

Arg

Asp

790

Ile

Thr

Met

Val

Asn

Ser

Ala

His

Glu

695

Cys

Val

Glu

Arg

Gly

775

Tyr

Tyr

Arg

Ser

Pro
855

Ile

Val

Gln

Lys

680

Thr

His

Ser

Asp

Ser

760

Glu

Asp

Asp

His

Ser

840

Gln

Met

Cys

Thr

665

Met

Val

Asn

Ser

Ile

745

Phe

Ile

Asp

Glu

Tyr

825

Ser

Phe

His

Leu

650

Asp

Val

Phe

Ser

Cys

730

Ser

Ser

Thr

Thr

Asp

810

Phe

Pro

Lys

Ser

635

His

Phe

Tyr

Met

Asp

715

Asp

Ala

Gln

Arg

Ile

795

Glu

Ile

His

Lys

Ile

Glu

Leu

Glu

Ser

700

Phe

Lys

Tyr

Asn

Thr

780

Ser

Asn

Ala

Val

Val
860

Asn

Val

Ser

Asp

685

Met

Arg

Asn

Leu

Ser

765

Thr

Val

Gln

Ala

Leu

845

Val

Gly

Ala

Val

670

Thr

Glu

Asn

Thr

Leu

750

Arg

Leu

Glu

Ser

Val

830

Arg

Phe

Tyr

Tyr

655

Phe

Leu

Asn

Arg

Gly

735

Ser

His

Gln

Met

Pro

815

Glu

Asn

Gln

Val

640

Trp

Phe

Thr

Pro

Gly

720

Asp

Lys

Gln

Ser

Lys

800

Arg

Arg

Arg

Glu



Phe Thr Asp Gly Ser Phe Thr Gln Pro Leu Tyr Arg Gly Glu Leu Asn
865 870 875 880

Glu His Leu Gly Leu Leu Gly Pro Tyr Ile Arg Ala Glu Val Glu Asp
885 890 895

Asn Ile Met Val Thr Phe Arg Asn Gln Ala Ser Arg Pro Tyr Ser Phe
900 905 910

Tyr Ser Ser Leu Ile Ser Tyr Glu Glu Asp Gln Arg Gln Gly Ala Glu
915 920 925

Pro Arg Lys Asn Phe Val Lys Pro Asn Glu Thr Lys Thr Tyr Phe Trp
930 935 940

Lys Val Gln His His Met Ala Pro Thr Lys Asp Glu Phe Asp Cys Lys
945 950 955 960

Ala Trp Ala Tyr Phe Ser Asp Val Asp Leu Glu Lys Asp Val His Ser
965 970 975

Gly Leu Ile Gly Pro Leu Leu Val Cys His Thr Asn Thr Leu Asn Pro
980 985 990

Ala His Gly Arg Gln Val Thr Val Gln Glu Phe Ala Leu Phe Phe Thr
995 1000 1005

Ile Phe Asp Glu Thr Lys Ser Trp Tyr Phe Thr Glu Asn Met Glu
1010 1015 1020

Arg Asn Cys Arg Ala Pro Cys Asn Ile Gln Met Glu Asp Pro Thr
1025 1030 1035

Phe Lys Glu Asn Tyr Arg Phe His Ala Ile Asn Gly Tyr Ile Met
1040 1045 1050

Asp Thr Leu Pro Gly Leu Val Met Ala Gln Asp Gln Arg Ile Arg
1055 1060 1065

Trp Tyr Leu Leu Ser Met Gly Ser Asn Glu Asn Ile His Ser Ile
1070 1075 1080

His Phe Ser Gly His Val Phe Thr Val Arg Lys Lys Glu Glu Tyr
1085 1090 1095



Lys

Glu

Ile

Tyr

Ile

Ala

Trp

Ala

Lys

Leu

Thr

His

His

Met

Ser

Met
1100

Met
1115

Gly
1130

Ser
1145

Arg
1160

Pro
1175

Ser
1190

Pro
1205

Phe
1220

Asp
1235

Leu
1250

Asn
1265

Pro
1280

Gly
1295

Lys
1310

Ala

Leu

Glu

Asn

Asp

Lys

Thr

Met

Ser

Gly

Met

Ile

Thr

Cys

Ala

Leu

Pro

His

Lys

Phe

Leu

Lys

Ile

Ser

Lys

Val

Phe

His

Asp

Ile

Tyr

Ser

Leu

Cys

Gln

Ala

Glu

Ile

Leu

Lys

Phe

Asn

Tyr

Leu

Ser

Asn

Lys

His

Gln

Ile

Arg

Pro

His

Tyr

Trp

Phe

Pro

Ser

Asn

Asp

Leu
1105

Ala
1120

Ala
1135

Thr
1150

Thr
1165

Leu
1180

Phe
1195

Gly
1210

Ile
1225

Gln
1240

Gly
1255

Pro
1270

Ile
1285

Ser
1300

Ala
1315

Tyr

Gly

Gly

Pro

Ala

His

Ser

Ile

Ser

Thr

Asn

Ile

Arg

Cys

Gln

Pro

Ile

Met

Leu

Ser

Tyr

Trp

Lys

Gln

Tyr

Val

Ile

Ser

Ser

Ile

Gly

Trp

Ser

Gly

Gly

Ser

Ile

Thr

Phe

Arg

Asp

Ala

Thr

Met

Thr

Val

Arg

Thr

Met

Gln

Gly

Lys

Gln

Ile

Gly

Ser

Arg

Leu

Pro

Ala

Phe
1110

Val
1125

Leu
1140

Ala
1155

Tyr
1170

Ser
1185

Val
1200

Gly
1215

Ile
1230

Asn
1245

Ser
1260

Tyr
1275

Arg
1290

Leu
1305

Ser
1320

Glu

Glu

Phe

Ser

Gly

Ile

Asp

Ala

Met

Ser

Gly

Ile

Met

Gly

Ser

Thr

Cys

Leu

Gly

Gln

Asn

Leu

Arg

Tyr

Thr

Ile

Arg

Glu

Met

Tyr

Val

Leu

Val

His

Trp

Ala

Leu

Gln

Ser

Gly

Lys

Leu

Leu

Glu

Phe



Thr Asn Met Phe Ala Thr Trp Ser Pro Ser Lys Ala Arg Leu His
1325 1330 1335

Leu Gln Gly Arg Ser Asn Ala Trp Arg Pro Gln Val Asn Asn Pro
1340 1345 1350

Lys Glu Trp Leu Gln Val Asp Phe Gln Lys Thr Met Lys Val Thr
1355 1360 1365

Gly Val Thr Thr Gln Gly Val Lys Ser Leu Leu Thr Ser Met Tyr
1370 1375 1380

Val Lys Glu Phe Leu Ile Ser Ser Ser Gln Asp Gly His Gln Trp
1385 1390 1395

Thr Leu Phe Phe Gln Asn Gly Lys Val Lys Val Phe Gln Gly Asn
1400 1405 1410

Gln Asp Ser Phe Thr Pro Val Val Asn Ser Leu Asp Pro Pro Leu
1415 1420 1425

Leu Thr Arg Tyr Leu Arg Ile His Pro Gln Ser Trp Val His Gln
1430 1435 1440

Ile Ala Leu Arg Met Glu Val Leu Gly Cys Glu Ala Gln Asp Leu

1445 1450 1455
Tyr
<210> 6
<211> 16
<212> PRT

<213> Homo sapiens
<400> o6

Ser Phe Ser Gln Asn Ser Arg His Gln Ala Tyr Arg Tyr Arg Arg Gly
1 5 10 15



