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SEQUENCE LISTING
<110> FARMACOLOGICOS VETERINARIOS S.A.C (FARVET SAC)

<120> ANTICUERPO MONOCLONAL DE LA GLUCOPROTEINA G DEL VIRUS DE LA
LARINGOTRAQUEITIS INFECCIOSA AVIAR Y APLICACIONES DEL MISMO

<130> Monoclonal de gG
<160> 2

<170> PatentIn version 3.5

<210> 1
<211> 292
<212> PRT

<213> Glucoproteina G
<400> 1
Met Ser Gly Phe Ser Asn Ile Gly Ser Ile Ala Thr Val Ser Leu Val

1 5 10 15

Cys Ser Leu Leu Cys Ala Ser Val Leu Gly Ala Pro Val Leu Asp Gly
20 25 30

Leu Glu Ser Ser Pro Phe Pro Phe Gly Gly Lys Ile Ile Ala Gln Ala
35 40 45

Cys Asn Arg Thr Thr Ile Glu Val Thr Val Pro Trp Ser Asp Tyr Ser
50 55 60

Gly Arg Thr Glu Gly Val Ser Val Glu Val Lys Trp Phe Tyr Gly Asn

Ser Asn Pro Glu Ser Phe Val Phe Gly Val Asp Ser Glu Thr Gly Ser
85 90 95

Gly Asn Glu Asp Leu Ser Thr Cys Trp Ala Leu Ile His Asn Leu Asn
100 105 110

Ala Ser Gly Cys Arg Ala Ser Asp Ala Gly Ile Pro Asp Phe Asp Lys
115 120 125

Gln Cys Glu Lys Val Gln Arg Arg Leu Arg Ser Gly Val Glu Leu Gly
130 135 140

Ser Tyr Val Ser Gly Asn Gly Ser Leu Val Leu Tyr Pro Gly Met Tyr
145 150 155 160



Asp

Thr

Gln

Ser

Asp

225

Val

Tyr

Glu

Thr

Ala

Gly

Tyr

Ser

210

Tyr

Cys

Leu

Arg

Leu
290

<210>
<211>
<212>
<213>

<400>

Gly Ile

Val
180

Ser

Gly
195

Tyr

Tyr Asp

Ser Asn

Ser His

Trp Asp

260

Ser Glu

275

Gln Gln

2
972
DNA

Tyr

165

Tyr

Thr

Val

Cys

Asp

245

Glu

Thr

Ala

Leu

Tyr

Ala

Leu

230

Val

Glu

Met

Tyr

Asp

Tyr

Ser

215

Asp

Glu

Cys

Pro

Gln

Val

Ser

200

Pro

Met

Glu

Ala

Arg
280

Leu

Gly
185

Leu

Glu

Pro

Gln

Gly

265

Met

Glucoproteina G optimizada

2

Ser

170

Pro

Ala

Leu

Pro

Glu

250

Pro

Val

Val

Asn

Asp

Asp

Leu

235

Asn

Leu

Val
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Gly

Pro

Glu

Leu

220

Arg

Ala

Asp

Phe

Gly

Gly

Ala

205

Pro

Pro

Thr

Glu

Ser
285

Lys

Cys

190

Ser

Met

Trp

Asp

Tyr

270

Pro

gaattcatga
60

caccatcacc
120

gctactgtct
180

gacggcttgg
240

cgtacgacta
300

tggtaagcgce

atcaccatca

ccctggtcetg

agagttcccc

ttgaagtcac

tattgtttta

ccatcaccat

ctctctgttg

tttccetttt

tgttccatgg

tatgtgcttt

atgtccggcet

tgtgcctctg

ggtggaaaga

tcagactaca

tggcggcggce

tctcgaacat

tgttgggcgc

tcatcgccca

gcggtcgtac

Gly
175

Tyr

His Asp

Asp Leu

Glu Glu

Thr Thr

240

Glu
255

Leu

Val Asp

Pro Ser

ggcgcaccat

aggatctatc

gccggtactg

ggcatgtaac

cgaaggtgtt



tccgtggaag
360

gactccgaga
420

ctgaacgcat
480

gaaaaggtac
540

ggttcgctcg
600

gtcggtggta
660

catgaccaat
720

tatgatgttg
780

gacatgcccc
840

aatgctacag
900

gtggatgagc
960

cagtagaagc
972

tgaagtggtt

caggaagtgg

ccggttgtag

aacgccgcect

tactttaccc

agggatacac

acggttatac

cttcgcccga

ccctgegecce

acgaacttta

gctctgaaac

tt

ctacggcaac

aaacgaggat

ggcctcagat

gcgcagtgga

aggaatgtac

gggttcegtt

atactactct

actcgatctt

ctggaccacc

cctctgggac

catgcccaga

agcaatcctg

ctgtcgacat

gctggtatcc

gttgaactcg

gatgcaggta

tatctcgacg

ctcgccgacg

ccaatggaag

gtgtgctcac

gaagagtgcg

atggtcgtat

agtcatttgt

gctgggccct

ccgatttcga

gctcatatgt

tctatgcgta

taggtcctaa

aagcgagcga

aagactactc

acgatgttga

caggacctct

tctceceecgece
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cttcggtgtc

tatccataat

taagcagtgc

gagcggcaat

ccagcttagt

cccaggctgt

cttgtcatcg

aaactgcttg

agaacaagag

tgacgagtac

aagcacgctt



