
                         SEQUENCE LISTING 

 

<110>  FARMACOLOGICOS VETERINARIOS SAC (FARVET SAC) 

  

<120>  SALMONELLA ENTERITIDIS RECOMBINANTE Y SU USO COMO VACUNA PORCINA 

 

<130>  SALVAC CIRCO 

 

<160>  11     

 

<170>  PatentIn version 3.5 

 

<210>  1 

<211>  699 

<212>  DNA 

<213>  Circovirus porcino tipo 2 

 

<400>  1 

acctacccgc gtcgtcgtta caccgaacgt gacaccgcgc cggcggcgat ctctggccag       

60 

 

atcctgcgtc gtcgtccgct gctgctggtt cacccgcgtc accgttaccg ttggcgtcgt      

120 

 

aaaaacggca tcttcaacac ccgtctgtct cgtaccttcg gctacaccat caaacgtacc      

180 

 

accgttaaaa ccccgtcttg ggcggttgac atgatgcgtt tcaacatcaa cgacttcctg      

240 

 

ccgccgggcg gcggctctaa cccgcgttct gttccgttcg aatactaccg tatccgtaaa      

300 

 

gttaaagttg aattctggcc gtgctctccg atcacccagg gcgaccgtgg cgttggctct      

360 

 

tctgcggtta tcctggacga caacttcgtt accaaagcga ccgcgctgac ctacgacccg      

420 

 

tacgttaact actcttctcg tcacaccatc acccagccgt tctcttacca ctctcgttac      

480 

 

ttcaccccga aaccggttct ggactctacc atcgactact tccagccgaa caacaaacgt      

540 

 

aaccagctgt ggctgcgtct gcagaccgcg ggcaacgttg accacgttgg cctgggcacc      

600 

 

gcgttcgaaa actctatcta cgaccaggaa tacaacatcc gtgttaccat gtacgttcag      

660 

 

ttccgtgaat tcaacctgaa agacccgccg ctgaaccac                             

699 

 

 

<210>  2 

<211>  233 

<212>  PRT 



<213>  Circovirus porcino tipo 2 

 

<400>  2 

 

Thr Tyr Pro Arg Arg Arg Tyr Thr Glu Arg Asp Thr Ala Pro Ala Ala  

1               5                   10                  15       

 

 

Ile Ser Gly Gln Ile Leu Arg Arg Arg Pro Leu Leu Leu Val His Pro  

            20                  25                  30           

 

 

Arg His Arg Tyr Arg Trp Arg Arg Lys Asn Gly Ile Phe Asn Thr Arg  

        35                  40                  45               

 

 

Leu Ser Arg Thr Phe Gly Tyr Thr Ile Lys Arg Thr Thr Val Lys Thr  

    50                  55                  60                   

 

 

Pro Ser Trp Ala Val Asp Met Met Arg Phe Asn Ile Asn Asp Phe Leu  

65                  70                  75                  80   

 

 

Pro Pro Gly Gly Gly Ser Asn Pro Arg Ser Val Pro Phe Glu Tyr Tyr  

                85                  90                  95       

 

 

Arg Ile Arg Lys Val Lys Val Glu Phe Trp Pro Cys Ser Pro Ile Thr  

            100                 105                 110          

 

 

Gln Gly Asp Arg Gly Val Gly Ser Ser Ala Val Ile Leu Asp Asp Asn  

        115                 120                 125              

 

 

Phe Val Thr Lys Ala Thr Ala Leu Thr Tyr Asp Pro Tyr Val Asn Tyr  

    130                 135                 140                  

 

 

Ser Ser Arg His Thr Ile Thr Gln Pro Phe Ser Tyr His Ser Arg Tyr  

145                 150                 155                 160  

 

 

Phe Thr Pro Lys Pro Val Leu Asp Ser Thr Ile Asp Tyr Phe Gln Pro  

                165                 170                 175      

 

 

Asn Asn Lys Arg Asn Gln Leu Trp Leu Arg Leu Gln Thr Ala Gly Asn  

            180                 185                 190          

 

 

Val Asp His Val Gly Leu Gly Thr Ala Phe Glu Asn Ser Ile Tyr Asp  

        195                 200                 205              

 

 

Gln Glu Tyr Asn Ile Arg Val Thr Met Tyr Val Gln Phe Arg Glu Phe  

    210                 215                 220                  



 

 

Asn Leu Lys Asp Pro Pro Leu Asn His  

225                 230              

 

 

<210>  3 

<211>  699 

<212>  DNA 

<213>  Circovirus porcino tipo 2 

 

<400>  3 

acctacccgc gtcgtcgtta caccgaacgt gacaccgcgc cggcggcgat ctctggccag       

60 

 

atcctgcgtc gtcgtccgct gctgctggtt cacccgcgtc accgttaccg ttggcgtcgt      

120 

 

aaaaacggca tcttcaacac ccgtctgtct cgtaccttcg gctacaccat caaacgtacc      

180 

 

accgttaaaa ccccgtcttg ggcggttgac atgatgcgtt tcaacatcaa cgacttcctg      

240 

 

ccgccgggcg gcggctctaa cccgcgttct gttccgttcg aatactaccg tatccgtaaa      

300 

 

gttaaagttg aattctggcc gtgctctccg atcacccagg gcgaccgtgg cgttggctct      

360 

 

tctgcggtta tcctggacga caacttcgtt accaaagcga ccgcgctgac ctacgacccg      

420 

 

tacgttaact actcttctcg tcacaccatc acccagccgt tctcttacca ctctcgttac      

480 

 

ttcaccccga aaccggttct ggactctacc atcgactact tccagccgaa caacaaacgt      

540 

 

aaccagctgt ggctgcgtct gcagaccgcg ggcaacgttg accacgttgg cctgggcacc      

600 

 

gcgttcgaaa actctatcta cgaccaggaa tacaacatcc gtgttaccat gtacgttcag      

660 

 

ttccgtgaat tcaacctgaa agacccgccg ctgaaccac                             

699 

 

 

<210>  4 

<211>  20 

<212>  DNA 

<213>  Unknown 

 

<220> 

<223>  citolisina A 

 

<400>  4 



cttatcagct acagtgaaac                                                   

20 

 

 

<210>  5 

<211>  1038 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  Fragmento 1 

 

<400>  5 

taaaacgaaa ggctcagtcg aaagactggg cctttcgttt tataaatcta tcaccgcaag       

60 

 

ggataaatat ctaacaccgt gcgtgttgac tattttacct ctggcggtga taatggttgc      

120 

 

atgtactaga attcattaaa gaggagaaag gtaccgcatg attatgaccg gaatatttgc      

180 

 

agaacaaact gtagaggtag ttaaaagcgc gatcgaaacc gcagatgggg cattagatct      

240 

 

ttataacaaa tacctcgacc aggtcatccc ctggaagacc tttgatgaaa ccataaaaga      

300 

 

gttaagccgt tttaaacagg agtactcgca ggaagcttct gttttagttg gtgatattaa      

360 

 

agttttgctt atggacagcc aggacaagta ttttgaagcg acacaaactg tttatgaatg      

420 

 

gtgtggtgtc gtgacgcaat tactctcagc gtatatttta ctatttgatg aatataatga      

480 

 

gaaaaaagca tcagcccaga aagacattct cattaggata ttagatgatg gtgtcaagaa      

540 

 

actgaatgaa gcgcaaaaat ctctcctgac aagttcacaa agtttcaaca acgcttccgg      

600 

 

aaaactgctg gcattagata gccagttaac taatgatttt tcggaaaaaa gtagttattt      

660 

 

ccagtcacag gtggatagaa ttcgtaagga agcttatgcc ggtgctgcag ccggcatagt      

720 

 

cgccggtccg tttggattaa ttatttccta ttctattgct gcgggcgtga ttgaagggaa      

780 

 

attgattcca gaattgaata acaggctaaa aacagtgcaa aatttcttta ctagcttatc      

840 

 

agctacagtg aaacaagcga ataaagatat cgatgcggca aaattgaaat tagccactga      

900 

 



aatagcagca attggggaga taaaaacgga aaccgaaaca accagattct acgttgatta      

960 

 

tgatgattta atgctttctt tattaaaagg agctgcaaag aaaatgatta acacctgtaa     

1020 

 

tgaataccaa caaagaca                                                   

1038 

 

 

<210>  6 

<211>  25 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  primer reverse 

 

<400>  6 

ccgtttttat ctccccaatt gctgc                                             

25 

 

 

<210>  7 

<211>  31 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  primer PCR solapante forward 

 

<400>  7 

ccaacaaaga cacggtaaga agacgctttt c                                      

31 

 

 

<210>  8 

<211>  34 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  primer PCR solapante reverse 

 

<400>  8 

cttcttaccg tgtctttgtt ggtattcatt acag                                   

34 

 

 

<210>  9 

<211>  849 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  Fragmento 2 

 

<400>  9 



cggtaagaag acgcttttcg aggttcctga cgtcggcggc ggctctggcg gcggctctac       

60 

 

ctacccgcgt cgtcgttaca ccgaacgtga caccgcgccg gcggcgatct ctggccagat      

120 

 

cctgcgtcgt cgtccgctgc tgctggttca cccgcgtcac cgttaccgtt ggcgtcgtaa      

180 

 

aaacggcatc ttcaacaccc gtctgtctcg taccttcggc tacaccatca aacgtaccac      

240 

 

cgttaaaacc ccgtcttggg cggttgacat gatgcgtttc aacatcaacg acttcctgcc      

300 

 

gccgggcggc ggctctaacc cgcgttctgt tccgttcgaa tactaccgta tccgtaaagt      

360 

 

taaagttgaa ttctggccgt gctctccgat cacccagggc gaccgtggcg ttggctcttc      

420 

 

tgcggttatc ctggacgaca acttcgttac caaagcgacc gcgctgacct acgacccgta      

480 

 

cgttaactac tcttctcgtc acaccatcac ccagccgttc tcttaccact ctcgttactt      

540 

 

caccccgaaa ccggttctgg actctaccat cgactacttc cagccgaaca acaaacgtaa      

600 

 

ccagctgtgg ctgcgtctgc agaccgcggg caacgttgac cacgttggcc tgggcaccgc      

660 

 

gttcgaaaac tctatctacg accaggaata caacatccgt gttaccatgt acgttcagtt      

720 

 

ccgtgaattc aacctgaaag acccgccgct gaaccaccac caccaccacc accactaact      

780 

 

gctgccaccg ctgagcaata actagcataa ccccttgggg cctctaaacg ggtcttgagg      

840 

 

ggttttttg                                                              

849 

 

 

<210>  10 

<211>  20 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  primer para attTn7 forward 

 

<400>  10 

catgcacatc atcgagatgc                                                   

20 

 



 

<210>  11 

<211>  20 

<212>  DNA 

<213>  Artificial Sequence 

 

<220> 

<223>  primer attTn7 reverse 

 

<400>  11 

gtagcacctc ttagtcgctc                                                   

20 

 

 


