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<!DOCTYPE ST26SequenceListing PUBLIC "‐//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="Seq‐List‐45568‐EN.xml" 
softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2024‐07‐02">
 <ApplicantFileReference>45568</ApplicantFileReference>
 <EarliestPriorityApplicationIdentification>
  <IPOfficeCode>IT</IPOfficeCode>
  <ApplicationNumberText>102023000017745</ApplicationNumberText>
  <FilingDate>2023‐08‐29</FilingDate>
 </EarliestPriorityApplicationIdentification>
 <ApplicantName languageCode="it">BIOENOLOGIA 2.0 S.R.L.</ApplicantName>
 <InventionTitle languageCode="en">ALCOHOLIC BEVERAGES HAVING A HIGH 
CONTENT OF FRUITY VOLATILE COMPOUNDS AND A LOW VOLATILE ACIDITY AND PREPARATION
PROCESS THEREOF</InventionTitle>
 <SequenceTotalQuantity>1</SequenceTotalQuantity>
 <SequenceData sequenceIDNumber="1">
  <INSDSeq>
   <INSDSeq_length>558</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature‐table>
    <INSDFeature>
     
<INSDFeature_key>source</INSDFeature_key>
     
<INSDFeature_location>1..558</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>other DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q2">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       
<INSDQualifier_value>Yeast</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature‐table>
   
<INSDSeq_sequence>ggtgcagccgcgcttccacagcgcggcagcccaaaccttacacactgtgattagttttttt
actatttactttggctgcgcaagtggccaaaggtcttaaacacaaagatttatatctttttttacaaaatttagtcaat
gaagttttaatactataatcttcaaaactttcaacaacggatctcttggttctcgcaacgatgaagaacgcagcgaaat
gcgatacgtaatgtgaattgcaggttttcgtgaatcatcgaatctttgaacgcacattgcaccctctggtattccggag
ggtatgcctgtttgagcgtcatttctctctcaaaccttagggtttggtattgagtgatactctcttctgggttaacttg
aaatagtgtactggcaagagtgtgcttttgtggcctcttgactgagataatgtattaggttctaccaactcgttatagc
agctcaattgtccctttggcatatcagctcggcctgacaactccttctaaagtttgacctcaaatcaggtaggactacc
cgctgaacttaagcatatcaata</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
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